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Abstract

During an ongoing investigation of bambusicolous ascomycetous fungi in southwestern
China, a diverse range @bkexual and sexual morphs of saprohiagi were collected from
freshwaterand terrestrial Hatats. Based on detailed morphological comparisons and fgeite
phylogenetic studies, we introduce one new family, Neodictyosporiaceae, along with seven new
genera, viz.Aculeatosporella AntebambusaAscosichuaniaFlavosporella Multiseptoconidium
Nigroconidiusand Sichuanomycesand describe 29 new species, Vizuleatosporella bambusae
Antebambusa sichuanensfsscosichuania bambusicglA. fusiformis Bambusicola meishanensis
Conioscypha muchuanensiSonlarium bambusaeDictyosporella bambusida, Distoseptispora
chengduensjs D. muchuanensjs Flavosporella bambusae Hongkongmyces sichuanensis
Multiseptoconidium fuscosporellymleodictyosporium bambusal. cheirosporumN. sexuale
N. sichuanenseNigroconidiusbambusagN. septatusPseudost®septoria bambusadPericonia
muchuanensjsP. sichuanensjsRoussoella aseptateR. saprophyticaR. striata R. terricolg
Sichuanomyces bambusicpl@riplosphaeria bambusicoland T. fusiformis Furthermore, we
report 16 new records, including asexoadrph, sexual morph, geographical, habitat and host, they
are Acrodictys pyriformis Distoseptispora aquamycesD. atroviridis, D. dehongensjs
D. euseptata D. meilingensis D. suoluoensisD. yongxiuensis Neoaquastroma cylindricum
Neodeightonia subghmsg Neoheleiosa guizhouengidNigrograna magnoliag Pleopunctum
ellipsoideum P. pseudoellipsoideumPseudopolyplosphaeria guizhouensad Sporidesmium
chiangmaienseDetailed, illustrated descriptions and notes for each taxon are provided, along with
abrief note for each genus and family.
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45, Distoseptisporahengduensis<.D. Yu & Jian K. Liu, sp. nov.
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SavoryellomycetidaeHongsanan, K.D. Hyde & Maharachch.
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ConioscyphalesRéblova & Seifert

Conioscyphaceadréblova & Seifert

ConioscyphaHohn.

53. Conioscypha muchuanensi¥.D. Yu & Jian K. Liu, sp. nov.

INTRODUCTION

The excessive utilization of wood has led to the depletion of forest resources globally, posing
significant environmentathallengegDlamini et al. 2022)Bamboohas a short growth cycle, high
yield, and robust regeneration capabilities, making it the most abundawtooahresource that can
be a substitute fowood (Chaowana2013, Li & He 2019, Dlaminet al. 2022) As a sustainable
material, bamboo is extensively used in various applications such as food, construction, fiber and
pulp productionfurniture, tools, musical instruments, kitchenware, decorations, and interior design
(Lobovikov et al. 2007Shukla et al. 2016, Dlamini et al. 2022, Jiang et al. 202a8yitionally,
bamboo forests contribute significantly to forest ecosystems and conservation(effoagkov et
al. 2007, Shukla et al. 2016, Dlamini et al. 2022, Jiang et al. 20B2jefore bamboo is not only a
crucial agricultural plant butlso plays a vital role in climate change mitigation and human
adaptation.

China possesses the richest bamboo resources, accounting for abbubtone d of t he
total bamboo foresarea(Dlamini & al. 2022) Sichuan Province, located in southwestern China, is
notable for its extensive bamboo forests, covering approximately 592,800 hectares and ranking fifth
in the countryDlamini et al. 2022)This province a biodiversity hotspot, has complexography
and climatic conditions that significantly influence biodiversity. The highly variable climate and
dense bamboo forests must profoundly impact bamboo fungal diversity.

The term Af ungo robambbsaotobsufgngi)cwas iaitially msdny Hino
(1938) without a definition Hyde et al. (2002) at er defined bambusicol oo
i nhabit | eaves, cul ms, branches, rhizomes and
adopted in later studies. Bambusicolous fungi are fipldestributed in bambog@rowing regions
and predominantly belong to the phylum Ascomydqdtatakeyama et al. 2005, 2008, Tanaka &
Harada 2005a, b, Tanaka et al. 2005, 2009, Sato et al. 2008, Da@t A ang et al2019a, b, c,

d, 2024,Zhang et al2020b, Dai et al. 2022, Jiang et al. 2021a, b, Phookamsak et al. 2022, Liang et
al. 2023, Yu et al. 2022, 2023, 2024he economic value of fungi has been estimated at USD
54.57 trillion, with bambusicolous fungi contributing significantly to this vdNiego et al. 2023).
Bambusicolous Ascomycota comprise a diverse assemblage of saprobes, pathogens, and
endophytegHyde et al. 2002, Dai et al. 2018, Jiang et al. 2022, Huang et al.. 2023aprobes,

they play a crucial role in decomposing decaying b@onand recycling nutrients within forest
ecosystemgJiang et al. 2022)As pathogens, they can significantly impact bamboo cultivation,
causing severe damage to bamboo forests and plantéliang et al. 2022)As endophytes, they
influence bamboo devagbment, growth, and ultimately the quality and quantity of bardwro/ed
compoundgHuang et al. 2023)

In China, the number of reported bambusicolous Ascomycota exceedshiotheof the
wor | do(Siang e al.a2022)Up to 2022, 174 bambusicolous asy/cetes taxa have been
documented in Southwest China, representing @
Ascomycota taxaJiang et al. 2022)The species richness of bambusicolous Ascomycota in
Yunnan province has historically dominated thetbagstern regioriJiang et al. 2022)Recently,

Yang et al. 2019a, b, c, d2029 have investigated the bambusicolous Ascomycota in this region
and reported a series of interesting fungi. Our peer investigation (Yu et al. 2024) also suggests that
many barboo fungi remain unexplored and undiscovered in southwestern China.

This study focuses on bambusicolous ascomycetes in southwé€siaem aiming to identify
these fungi and resolve their systematic placement. Fungi were collected from decaying bamboo in
both freshwater and terrestrial habitats. Through morphological and molecular phylogenetic
analyses, we have resolved the taxonomy of over 50 taxa, introducing one new family, seven new
genera, and 29 new species with detailed descriptions and illussrafolditionally, 16 new
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records, encompassing asexual and sexual morphs, geographical distributions, habitats, and host
associations, are reported.

MATERIALS AND METHODS

Isolation and Morphology

Fungal specimens associated with decaying bamboo weretedll&rom 21 sites across
Southwestern China between 2021 and 2023. The majority of the specimens were obtained from
locations within Sichuan Province, with additional samples collected near the borders of Sichuan
and the neighboring provinces of Guizhawdarunnan. Samples were taken to the laboratory in
paper envelopes or plastic bagad the morphology of associated fungi wexaminedand fungal
spores wergsolaedfollowing the methodslescribed irSenanayake et al. (2020)

Herbarium specimens wedeposited in the Herbarium of Cryptogams, Kunmiimgjitute of
Botany Academia Sinica (KUIHHIKAS), Kunming, China and the Herbarium of the University of
Electronic Science and Technology (HUEST), Chengdu, China. The isolates obtained in this study
were depsited in China General Microbiological Culture Collection Center (CGMCC) and the
University of Electronic Science and Technology Culture Collection (UESTCC). Facesoffungi and
MycoBank numbersvere registered asutlined in(Jayasiri et al. 20159nd MycoBank (Crous et
al. 2004) respectively

DNA extraction, PCR amplification and sequencing

A Trelief TM Plant Genomic DNA Kit (Beijing TsingKe Biotech Co., Beijing, China) was
used to extract total genomic DNA from fungal mycelia grownpotato dextrose aggPDA).
Sevenpartial gene regiongjiz. the partial nuclear ribosomal small subunit rRNA gene (SSU), the
nucl ear ri bosomal I nternal transcribed space
ribosomal large subunit rRNA gene (LSU), the partalcsond | ar gest subuni't
Il gene ¢pb2),t he parti al trans! at i o tefl-lg,lthe pagialfi-tubolin f ac
gene {ub2? andthe partial mitochondrial ribosomal small subumittSSUY, were applied for the
phylogenetic angbis. The primers and PCR thermal cycle programs are shown in Table 1. PCR
products were checked on 1% agarose electrophoresis gels stained with Gel Red. The sequencing
reactions were carried out with primers mentioned above by Sangon Biotech Co., Si@imiglaai

Phylogenetic analysis

Sequences generated in thiady were deposited in GenBank and listed in T2bRLAST
searchesvere used to find similar sequences that match our data. Based on BLAST similarities and
relevant publications, closely retat reference sequences were downloaded from GenBank
(Supplementary material). The sequences were aligned by using the online multiple alignment
program MAFFT V7 (Kazutaka & Standley 2013and the alignment files were further trimmed
using trimAl (CapellaGutierrez et al. 2009)ersion 1.2 with th® p t i-goanp tiihr es hol d 0.
only allows 50% of taxa with a gap in each site. Each gene dataset was concatenated by Mesquite
v. 3.11 for the multgene phylogenetic analyses. Maximum likelihood (ML) and e3&n
inference (BI) were carried out as detailedissanayake et al. (202laximumlikelihood (ML)
analysis was performed using RAXMAPC v.8 tool via the CIPRES Science Gateway3V3.
(Miller et al. 2010)with rapid bootstrap analysis. The Bayesiareiahce (Bl) analyses were
performed by using PAUP v.4.0bl(®wofford 2003)and MrBayes v. 3.1.ZHuelsenbeck &
Ronquist 2001) The best model for different genes partition in dumcatenated dataset was
determined by MrModeltest 2.@\ylander et al. 2008 andposterior probabilities were determined
by Markov chain Monte Carlo sampling (MCMC) in MrBayes.%.2 (Rannala & Yang 1996,
Huelsenbeck& Ronquist 2001) The phylogenetic tree was visualized by FigTreelvi0
(Rambaut 2006andTreeviewv. 1.6.6(Page 1996)
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Table 1Gene loci amplified in this study with the corresponding PCR thermal cycle programs.

Loci PCR primers (forward/reverse) PCR reaction system PCR thermal cycles References
SsuU NS1/NS4 Total:50¢ L (94 °C: 305,54 °C: 30s, 72 °C: 30 s) White et al.(1990
2 x Tag Plus MasterMix (Dye): 35 cycles
ITS ITS5/ITS4 25¢ L (94 °C:30s,54 °C: 30 s, 72 °C: 30 s) White et al.(1990)
ddH0: 20¢ L 35 cycles
LSU LROR/LR5 Each primer (10 uM)2 ¢ L (94 °C: 30,54 °C: 30 s, 72 °C: 30 s) Vilgalys & Hester(1990
DNA templ at e: 35 cycles
rpb2 fRPB25F/fRPB27cR (94 °C:305s,56 °C:30s, 72 °C: 30 s) Liu etal.(1999
35 cycles
tef1-U EF1-728F EF1-986R (94 °C: 30 s, 62 °C: 30 82 °C: 30 s) x Carbone & Kohn (1999 Rehner &
983F/2218R 35 cycles Buckley (2005)
tub2 Bt2a/Bt2b (94 °C: 30s56°C: 30 s, 72 °C: 30 s) x Glass & Donaldsoli1995
35 cycles
mtSSU MS1/MS2 (94 °C: 30 sh6°C: 30 s, 72 °C: 30 s) x White et al(1990
35 cycles

Note: 2xTaq Plus MasterMix (mixture of Taq Plus DNA Polymerase, Ma@l dNTP; CoWin Biosciences, Taizhou, China).

Table 2 Sequences generated in this stuaty their GenBank accession numbers.

Taxon Source Status Family GenBank accession number

SSuU ITS LSU tefl-U rpb2
Neodeightonia subglobosa UESTCC 24.0137 Botryosphaeriaceae PQO066533 PQO067762 PQO067677 N/A N/A
Neoheleiosa guizhouensis UESTCC 23.0252 Eriomycetaceae N/A PQO067764 PQO067679 PQ278544 N/A
Sichuanomyces bambusicola CGMCC 3.27445 T Eriomycetaceae N/A PQO067765 PQ067680 PQ278543 N/A
Sichuanomyces bambusicola CGMCC 3.27451 Eriomycetaceae N/A PQO67766 PQO067681 PQ278542 N/A
Sichuanomyces bambusicola UESTCC 23.0251 Eriomycetaceae N/A PQO067763 PQO067678 PQ278541 N/A
Antebambusa sichuaneins CGMCC 3.25592 T Anteagloniaceae PQO066537 PQO067770 PQO67685 N/A N/A
Antebambusa sichuanensis UESTCC 24.0138 Anteagloniaceae PQ066534 PQO067767 PQO067682 PQ271589 N/A
Antebambusa sichuanensis UESTCC 24.0139 Anteagloniaceae PQO066535 PQO067768 PQ067683 PQ271590 N/A
Antebambusa sichuanensis UESTCC 24.0140 Anteagloniaceae PQO066536 PQO067769 PQO067684 PQ271591 PQ212614
Bambusicola meishanensis CGMCC 3.25594 T Bambusicolaceae PQO066540 PQO067775 PQO067690 PQ278548 N/A
Flavosporella bambusae CGMCC 3.25593 T Bambusicolaceae PQO066539 PQO067774 PQO067689 PQ278547 N/A
Flavosporella bambusae UESTCC 24.0141 Bambusicolaceae PQ066538 PQO067773 PQ067688 PQ278546 PQ186971
Flavosporella bambusae UESTCC 24.0142 Bambusicolaceae N/A PQO067771 PQO067686 N/A N/A
Flavosporella barbusae UESTCC 24.0143 Bambusicolaceae N/A PQO067772 PQ067687 PQ278545 N/A
Pseudosetoseptoria bambusae CGMCC 3.25595 T Lentitheciaceae N/A PQO67776 PQO067691 N/A N/A
Hongkongmyces sichuanensis CGMCC 3.25596 T Lindgomycetaceae PQ066541 PQO67777 PQ067692 PQ278549 PQ186972
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Table 2 Continued.

Taxon Source Status Family GenBank accession number

SsuU ITS LSU tefl-U rpb2
Nigrograna magnoliae UESTCC 24.0144 Nigrogranaceae N/A PQO067778 PQO067693 N/A N/A
Aculeatosporella bambusae CGMCC 3.27443 T Occultibambusaceae PQ066542 PQO067779 PQO067694 PQ281802 PQ212615
Aculeatosporella bambusae UESTCC 23.0258 Occultibambusaceae PQ066543 PQ067780 PQO067695 PQ2818B PQ240854
Neoaquastroma cylindricum UESTCC 24.0145 Parabambusicolaceae PQ066544 PQO067781 PQO067696 PQ278550 N/A
Periconia muchuanensis CGMCC 3.25599 T Periconiaceae PQO066546 PQ067783 PQO067698 PQ278553 N/A
Periconia muchuanensis UESTCC 23.0260 T Periconiaceae N/A PQO067785 PQO067700 N/A N/A
Periconia sichuanensis CGMCC 3.25598 T Periconiaceae PQ066545 PQO067782 PQO067697 PQ278551 N/A
Periconia sichuanensis UESTCC 23.0259 T Periconiaceae N/A PQ067784 PQO067699 PQ278%2 N/A
Pleopunctum ellipsoideum UESTCC 24.0146 Phaeoseptaceae N/A PQO067787 PQO067702 PQ278554 N/A
Pleopunctum ellipsoideum UESTCC 24.0147 Phaeoseptaceae N/A PQO067786 PQO067701 N/A PQ186973
Pleopunctum pseudoellipsoideum UESTCC 24.0148 Phaeoseptaceae N/A PQO067788 PQO067703 PQ278555 PQ212616
Roussoella aseptata CGMCC 3.25604 T Roussoellaceae PQO066551 PQO067793 PQO067709 N/A N/A
Roussoella aseptata UESTCC 24.0151 Roussoellaceae PQO066552 PQO067794 PQO067710 PQ278560 N/A
Roussoella saprophytica CGMCC 3.25601 T Roussoellaceae PQO066547 PQO067789 PQO067704 PQ278556 PQ186974
Roussoella saprophytica UESTCC 24.0149 Roussoellaceae N/A PQO067790 PQO067705 PQ278557 N/A
Roussoella saprophytica UESTCC 24.0150 Roussoellaceae PQ066548 N/A PQO067706 N/A N/A
Roussoella strita CGMCC 3.25603 T Roussoellaceae PQO066550 PQO067792 PQO067708 PQ278559 PQ186975
Roussoella terricola CGMCC 3.25602 T Roussoellaceae PQO066549 PQO067791 PQO67707 PQ278558 N/A
Ascosichuania bambusicola CGMCC 3.25606 T Teichosporaceae PQO066555 PQO067797 PQO677B PQ271586 N/A
Ascosichuania bambusicola UESTCC 24.0152 Teichosporaceae PQ066553 PQO067795 PQO067711 PQ271585 PQ241021
Ascosichuania bambusicola UESTCC 24.0153 Teichosporaceae PQO066556 PQO067798 PQ067714 PQ271587 PQ241022
Ascosichuania bambusicola UESTCC 24.0154 Teichosporaceae PQO066557 PQO067799 PQO067715 PQ271588 N/A
Ascosichuania fusiformis CGMCC 3.25605 T Teichosporaceae PQ066554 PQO067796 PQO067712 PQ271584 PQ241023
Multiseptoconidium fuscosporellum CGMCC 3.25607 T Teichosporaceae N/A PQ067800 PQO677B N/A N/A
Pseudopolyplosphaeria guizhouens CGMCC 3.25608 Tetraplosphaeriaceae PQO066558 PQ067801 PQO67717 PQ325524 N/A
Pseudopolyplosphaeria guizhouens UESTCC 24.0155 Tetraplosphaeriaceae N/A PQO067802 PQO067718 PQ3255% N/A
Triplosphaeria bambusica CGMCC 3.25610 T Tetraplosphaeriaceae N/A PQO067805 PQO067721 N/A N/A
Triplosphaeria fusiformis CGMCC 3.25609 T Tetraplosphaeriaceae PQO066560 PQ067804 PQO067720 N/A N/A
Triplosphaeria fusiformis UESTCC 24.0156 Tetraplosphaeriaceae PQ066559 PQO067803 PQO67719 PQ325585 N/A
Conlarium bambusae CGMCC 3.27447 T Conlariaceae PQO066567 PQ067814 PQO067730 PQ278562 PQ186976
Acrodictys pyriformis UESTCC 24.0157 Acrodictyaceae PQ066568 PQO067815 PQO067731 PQ278563 N/A
Acrodictys pyriformis UESTCC 24.0158 Acrodictyacea PQO066569 PQ067816 PQO067732 PQ278564 N/A
Dictyosporella bambusicola CGMCC 3.27442 T Junewangiaceae N/A PQO067809 PQO067725 PQ278561 N/A
Neodictyosporium bambusae CGMCC 3.27440 T Neodictyosporiaceae PQ066578 PQO067826 PQO067742 PQ271582 N/A
Neodictyosporiunbambusae UESTCC 24.0111 T Neodictyosporiaceae PQ066561 PQO067806 PQO067722 PQ271581 N/A
Neodictyosporium bambusae UESTCC 24.0159 T Neodictyosporiaceae PQ066577 PQO067825 PQO067741 N/A N/A
Neodictyosporium cheirosporum CGMCC 3.27450 T Neodictyosporiaceae PQ066579 PQO067827 PQO067743 PQ271578 N/A
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Table 2 Continued.

Taxon Source Status Family GenBank accession number

SSU ITS LSU tefl-U rpb2
Neodictyosporium cheirosporum UESTCC 24.0121 T Neodictyosporiaceae PQ066573 PQO067821 PQO067737 PQ271577 PQ241075
Neodictyosporium sexuale CGMCC 3.27441 T Neodictyosporiaceae PQ066563 PQ067808 PQO067724 PQ271583 PQ241074
Neodictyosporium sexual UESTCC 24.0112 T Neodictyosporiaceae PQ066562 PQO067807 PQ067723 N/A PQ241073
Neodictyosporium sichuanense CGMCC3.27593 T Neodictyosporiaceae PQ066574 PQO067822 PQO067738 PQ271579 N/A
Neodictyosporium sichuanense UESTCC 24.0136 T Neodictyosporiaceae N/A PQ067845 N/A PQ271580 N/A
Nigroconidius bambusae CGMCC 3.27446 T Pseudostanjehughesiaceae PQ066566 PQ067813 PQO067729 PQ280792 PQ247602
Nigroconidius bambusae UESTCC 24.0160 Pseudostanjehughesiaceae PQ066575 PQ067823 PQO067739 PQ280793 PQ247603
Nigroconidius bambusae UESTCC 24.0161 Pseudostanjehughesiaceae PQ066576 PQO067824 PQO067740 PQ280794 PQ247604
Nigroconidius septatus CGMCC 3.27449 T Pseudostanjehughesiaceae PQ066572 PQ067820 PQO067736 PQ280797 PQ247605
Nigroconidius septatus UESTCC 24.0162 Pseudosanjehughesiaceae PQ066570 PQO067817 PQO067733 PQ280795 PQ247606
Nigroconidius septatus UESTCC 24.0163 Pseudostanjehughesiaceae PQ066571 PQ067818 PQO067734 N/A PQ247607
Nigroconidius septatus UESTCC 24.0164 Pseudostanjehughesiaceae N/A PQ067819 PQO067735 PQ280796 PQ247608
Distoseptispora aquamyces UESTCC 24.0165 Distoseptisporaceae PQO066590 PQO067842 PQO067758 PQ278579 N/A
Distoseptispora atroviridis UESTCC 24.0166 Distoseptisporaceae PQO066586 PQO067835 PQO67751 PQ278572 N/A
Distoseptispora chengduensis CGMCC 3.27439 T Distoseptisporaceae PQO066580 PQ067828 PQO067744 PQ278565 N/A
Distoseptispora dehongensis UESTCC 24.0167 Distoseptisporaceae N/A PQO067836 PQO067752 PQ278573 N/A
Distoseptispora euseptata UESTCC 24.0168 Distoseptisporaceae PQ066584 PQO067833 PQO067749 PQ278570 PQ186981
Distoseptispora meilingensis UESTCC 24.0169 Distoseptisporaceae PQO066593 PQ067841 PQO67757 PQ278578 N/A
Distoseptispora meilingensis UESTCC 24.0170 Distoseptisporaceae PQO066591 PQ067843 PQO067759 PQ278580 N/A
Distoseptisporaneilingensis UESTCC 24.0171 Distoseptisporaceae N/A PQ067829 PQ067745 PQ278566 PQ186977
Distoseptispora muchuanensis CGMCC 3.27444 T Distoseptisporaceae PQ066585 PQ067834 PQO067750 PQ278571 N/A
Distoseptispora suoluoensis UESTCC 24.0172 Distoseptisporagae PQ066582 PQO067831 PQ067747 PQ278568 PQ186979
Distoseptispora suoluoensis UESTCC 24.0173 Distoseptisporaceae PQ066592 PQ067844 PQ067760 PQ278581 PQ186982
Distoseptispora suoluoensis UESTCC 24.0174 Distoseptisporaceae PQO066581 PQ067830 PQO067746 PQ27%67 PQ186978
Distoseptispora suoluoensis UESTCC 24.0175 Distoseptisporaceae PQO066583 PQ067832 PQO067748 PQ27858 PQ186980
Distoseptispora yongxiuensis UESTCC 24.0176 Distoseptisporaceae PQO066587 PQ067837 PQO067753 PQ278574 N/A
Distoseptispora yongxiueiss UESTCC 24.0177 Distoseptisporaceae PQO066588 PQ067838 PQO67754 PQ278575 N/A
Distoseptispora yongxiuensis UESTCC 24.0178 Distoseptisporaceae N/A PQO067839 PQO067755 PQ278576 N/A
Distoseptispora yongxiuensis UESTCC 24.0179 Distoseptisporaceae PQ066589 PQO067840 PQO67756 PQ278577 N/A
Sporidesmium chiangmaiense UESTCC 24.0180 Sporidesmiaceae PQO066564 PQO067810 PQO067726 PQ261007 PQ241035
Sporidesmium chiangmaiense UESTCC 24.0181 Sporidesmiaceae PQO066565 PQO067811 PQO067727 PQ261008 PQ241036
Sporidesmium édangmaiense UESTCC 24.0182 Sporidesmiaceae N/A PQ067812 PQO067728 N/A N/A
Conioscypha muchuanensis CGMCC 3.27448 T Conioscyphaceae PQ066594 PQ067846 PQO067761 PQ278582 PQ186983

New species are in bold and-gpe strains are denoted as T
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RESULTS

Taxonomy
Dothideomycete<0.E. Erikss. & Winka, Myconet 1: 5 (1997)
BotryosphaerialesC.L. Schoch, Crous & Shoemaker, Mycologia 98: 1050 (2007)
Botryosphaeriacea€eTheiss. & P. Syd., Annales Mycologici 16: 16 (1918)

MycoBank number: MB80530; Facesoffungi numidesF00116

Notes i Botryosphaeriaceae, with an estimated divergence crown age df1Y/A
(Rathnayaka et al. 2023)pmtains common plant pathogens, endophytes, and samob&sious
hosts(Phillips et al. 2013, Manawasinghe et al. 202022, Wu et al. 2028. The sexual morphs
of Botryosphaeriaceae are characterized by solitary or clustered ascostromata, clavate te cylindro
clavate asci, hyaline to brown, smooth to verrucose, aseptate to septate, fusoid to ellipsoid or ovoid
ascospores, and its asexual nh@rpare coelomycetous, characterized by hyaline, phialidic
conidiogenous cells, and hyaline to pigmented conitdia ét al. 2012b). The family currently
comprises 22 genera&lanphillipsia Barriopsis BotryobambusaBotryosphaeria Cophinforma
Diplodia, Dothiorella, Endomelanconiopsis Eutiarosporella Lasiodiplodia Macrophomina
Marasasiomyces Mucoharknessia Neodeightonia  Neofusicoccum  Neoscytalidium
OblongocollomycesPhaeobotryonSakireeta Sardiniella Sphaeropsisind Tiarosporella(Phillips
etal. 2019, Dissanayalet al.2021, Zhang et al. 2021Db).

NeodeightoniaC. Booth, Mycological Progress 119: 17 (1970)

MycoBank number: MB3450; Facesoffungi number: FOF07627

Notesi Neodeightoniatypified by N. subglobosawhich is commonly reported as ptan
pathogens osaprobegXiong et al. 2022, Wu et al. 2023[)here arel5 records ofNeodeightonia
listedin Index Fungorum (208. In thisstudy,a newasexual morph record &f. subglobosdrom
a natural substraten Chinais reported based on morpholog) and phylogenetic analyses, a
description and illustration &lso provided.

Neodeightonia subglobos@. Booth, Mycological Papers 119: 19 (1970) Fig. 1

MycoBank number: MB318601; Facesoffungi number: FOF01966

Saprobicon dead branches of baoth Sexuamorph: See Liu et al. (20b2 Asexualmorph:
Conidiomatal301 70 em 3 @h,em@Odi am. , dark brown to b
obpyriform, semimmersed, unlocular, thickwalled. Conidiomatal wall 3Gi6 O em wi de
composed of thickvalled, brown cells otextura angularis Conidiophoreshyaline, cylirdrical,
unbranched, straight or slightly flexuous, aseptate, or reduced to conidiogenous cells.
Conidiogenous cells8i11 x 36 e m, hol obl asti c, hyaline,
determinate, terminal, smoettalled. Conidia9i13 x 710 &m (1 [ 8 & m; n =
unicellular, subglobose to oval, rounded at the apex, sawaltbd, guttulate.

Culture characteristicé Colonies on PDA reaching 56 0 mm af t er 3 mont
circular, with dense mycelium on the surface, velvetgwmishblack; reverse black.

Material examined China, Sichuan Province, Luzhou city, Naxi districtwaag Bamboo
Sea, 28°39'24" N, 105°32'53" E, elevation 700 m, on dead branches of bamboo, 20 April 2023,
X.D. Yu, M9 (HUEST 24.0154), living culture LS5 CC 24.0137.

Notesi The sexual morph oNeodeightonia subglobosaas originally collected from
Bambusa arundinacem Africa. Liu et al. (2012b) recollecteN. subglobosdrom bambooin
Thailand, represented by its sexual mogpid later, Wu et al. (2022eported its asexual morph,
also on bamboo in Thailan¥orphology of our new collection is almost identical to the asexual
morph of N. subglobosadescribed inWu et al. (2022) Phylogenetically, our new collection
(UESTCC 24.0137) clustered with subdobosa(CBS448.91 and MFLUCC 2P005) with 100%
ML/1.00 BYPP statistical support (Fig. 2). Therefore, the new collection is identified. as
subglobosaThis is the first report of its asexual morph produced on a natural substrate in China.
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Figure 1 7 Neodeightonia subglobosg¢dUEST 24.0154). ilc Conidiomata on surface of dead
bamboo culms. d, e Vertical sectsof conidiomada. f Wall of conidioma. §j Conidiogenous cells
bearing conidia (arrows indicate how the conidiogenous cells produce conidia)Cdnidia.

p Germinating conidium. g,Colony on PDA from above and belo®cale bars: d e = 50
20 em, g, ho, =p 5= eln®. e m, i
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Figure 2 i RAXML tree generated from combined SSU, ITS, LSU #fd-U sequence data of
Neodeightonia The tree was rooted withasiodiplodia pseudotheobromd€BS 116459) and

L. theobromadCBS 16496). Extype strains are in bold and newly generated sequences are in red.
Bootstrap values for ML equal to or greater than 75% are placed above the branches. Branches with
Bayesian posterior probabilities (BYPP) from MCMC analysis equal to or greate®.@@are in

bold.

MonoblastialesLicking, M.P. Nelsen & K.D. Hyde, Fungal Diversity 63: 8 (2013)

EriomycetaceaeHuanraluek & Hyde, Fungal Diversity 100: 146 (2020)
MycoBank number: MB557099; Facesoffungi number: FGFE89

5048



Notesi Eriomycetaceae wasstabished by Hyde et al. (2020) to accommodatemyces
Huanraluek, Thambugala & K.D. Hyde. The latest taxonomic treatment of the family contains nine
nortlichenized genera,viz. Eriomyces Funbolia Haudseptoria Heleiosa Italiofungus
KarstiomycesNeohel@&sa, PhellinocrescentimndPseudopassaloréZhang et al. 2023).

Sichuanomycex.D. Yu, K.D. Hyde& Jian K. Liu, gen. nov.

MycoBank number: MB854869; Facesoffungi number: FOF16562

Etymologyi Refers to Sichuan Province, where the fungus was first dissxdve

Type specie$ Sichuanomyces bambusicA{eD. Yu, K.D. Hyde & Jian K. Liu

Saprobicon decayindpbamboo Sexual morphAscostromataolitary, scattered to gregarious,
immersed, globose or subglobose, coriaceous,anmulti-loculate.Peridiumcomposedf several
layers of brown, thickvalled cells oftextura angularis Hamatheciumhyphaelike, cellular
pseudoparaphyses, embedded in a gelatinous masgi. 8-spored, bitunicate, fissitunicate,
cylindrical, straight or slightly curved, long and furcpedicellate, rounded at apex, with an ocular
chamber Ascospore®verlapping uniseriate, fusiform, hyaline, becoming pale brown to brown at
maturity, ZIseptate, constricted at the septum, guttulate, smwallled, surrounded by
mucilaginous sheaths. Asexumorph: Undetermined.

Notesi This monotypic genus is introduced to accommodibthuanomyces bambusicpla
which formed a distinct clade sister lteleiosaand Neoheleiosawithin EriomycetaceaeHg. 5).
SichuanomycesesemblesHeleiosaand Neoheleiosan forming 8-spored,cylindrical asci, and
uniseriate, pale brown to brown;skptate ascosporéKohimeyer et al.1996, Mortimer et al.
2021). However, Sichuanomyceddiffers in having multi-loculate ascomata, andusiform
ascosporesurrounded by a mucilagpus sheathThe new genus is introduced based on the
morphology and mukgene phylogeny.

Sichuanomyces bambusicol.D. Yu, K.D. Hyde& Jian K. Liu, sp. nov. Fig. 3

MycoBank number: MB8548); Facesoffungi number: FOF16569

Etymologyi Refers totis bamboo host.

Saprobicon dead branches of bamboo. Sexual moAsdtostromatasolitary, scattered to
gregarious, immersed, slightly erumpent in host epidermis, visible as yellow area with a small black
dot, in vertical section 8@ 6 0 e m 6 @O , damd.3 depressed globose or irregular
subglobose, coriaceous, uor bi-loculate.Peridium182 2 e m wi de, composed
of brown, thickwalled cells oftextura angularisHamatheciumli 2 um wide, hyphadike, cellular
pseudoparaphyses, embeddn a gelatinous matriXAsci80i 140 x 710 um & = 120 x 8.5 um,

n = 30), 8spored, bitunicate, fissitunicate, cylindrical, straight or slightly curved, long and furcate
pedicellate, rounded at apex, with an ocular chanfsmospored 5120 x 5/ 7 um & = 18 x 6 um,

n = 50), overlapping urseriate, fusiform, brown, hyaline when immatureseptate, constricted at
the septum, guttulate, smoetralled, surrounded by a mucilaginous sheath. Asexual morph:
Undetermined.

Culture charaeristicsi Colonies on PDA reaching IR0 mm af t er 3 mont
irregular, raised to umbonate, dense, edge undulate, atlite inner ring, and yellowt the outer
ring; yellow from the reverse.

Material examined China, Sichuan Province, LesharityC Muchuan County, Mchuan
Bamboo Sea, 28°51'29" N, 103°56'58" E, 525 m elevation, on dead branches of bamboo, 14
November 2022, X.D. Yu, G8 (HKA$35145 holotype), extype living culture CGMCC 3.27451,
Meishan City, Danling County, Jongshan ForestPark, 29°54'48" N, 103°35'13" E, 460 m
elevation, on dead branches of bamboo, 14 July 2022, X.D. YUHD&EST 24.0127); living
culture CGMCC 3.27445Chengdu City, Dujiangyan County, Mount Qingcheng, 30°54'29" N,
103°32'36" E, elevation 960 m, on delaranches of bamboo, 2 December 2021, X.D. Yu, B14
(HKAS 135163; living culture UESTCC 23.0251.

Additional mtSSUGenBank numbeari CGMCC 3.27445 = PQ16498WESTCC 23.0251 =
PQ164982
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Figure 3 1 Sichuanomyces bambusico(®lKAS 135145 holotype). ac Ascomata on host
substrate. d, e Vertical sectonof ascom#&a f Structure of peridium. ig Asci.
m Pseudoparaphysesi sn Ascospores. t Ascospore with mucilaginous sheath. u Germinated
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ascospore. v, w Colony on PDA from above and below. Scale bars:1d,0e@& &ném,= g2 0 & m,
nfou = 10 & m.

NeoheleiosaMortimer, Frontiers in Microbiology12: 6 (2021)

MycoBank number: MB838517; Facesoffungi number: FOF11959

Notes T Neoheleiosawas introducedby Mortimer et al. (2021) based ddeoheleiosa
lincangensis This genus is characterized by immersed to erumpent, globose to subglobose or
obpyriform, dark brown to black ascomatasg@red, bitunicate, cylindrical asci and uniseriate,
narrowly ovoid to clavate,-$eptate ascospores with guttul&o(timer et al. 2021)Zhang et al.
(2023) introduced the second spediesguizhouensibased ormorphological and phylogenetic
analyses SubsequentlylN. guizhouensisvas rediscovered on decaying rachided @chycarpus
fortunei (Zhang et al. 2024a). Two species are accejptéide genus. In this study, we introduce a
new host record fad. guizhouensis

Neoheleiosa guizhouensisF. Zhang & K.D. Hyde, Fungal Diversitp2: 75 (2023) Fig. 4

MycoBank number: MB900722; Facesoffungi number: FOF14575

Saprobicon dead brares of bamboo. Sexual morpAscostromatasolitary to gregarious,
immersed to erumpent, visible as black deshaped on host surface, in vertical sectionl9@ 0 & m
high, 226340 em di am. , i rr egul aorbileculdtegPlermibnolSi2 0 € mr i @
wide, composed of several layers obln, thickwalled cells oftextura angularis Hamathecium
1.52.5 um wide, hyphatéke, pseudoparaphyses, embedded in a gelatinous masax70i 120 x
9112 um & = 90 x 10.5 um, n = 30),-8pored, bitunicate, fissitunicate, cylindrical, giha or
slightly curved, short and furcate pedicellate, rounded at apex, with an ocular chastospores
10119 x 58 um & = 15 x 6.5 um, n = 50), overlapping uniseriate, narrowly ovoid to clavate, pale
brown to brown, iseptate, constrictedt the septum, guttulate, smoetialled, without any
appendages or sheath. Asexual morph: Undetermined.

Culture characteristicé Colonies on PDA reaching 10 mm af t er 3 mont
circular, raised to umbonate, dense, white, reverse brown.

Materialexaminedi China, Sichuan Province, Chengdu City, Jianyang County, Three Forks
Lake, 30°17'55" N, 104°17'38" E, elevation 470 m, on dead branches of bamboo, 9 May 2022, X.D.
Yu, C3 (HUEST 23.0252), living culture UESTCC 23.0252.

Additional mtSSUGenBanknumberi UESTCC 23.0252 = PQ164983

Notesi The morphology and molecular datd. 5 of our isolate (UESTCC 23.0252) are
almost identical to the type dfleoheleiosa guizhouens{MFLU 18-2268, GZAAS 191762),
which was found on dead culm of unidentifieerbaceous plant in GuizhoGhina (Zhang et al.
2023).Therefore, a new host record fér guizhouensiBom bamboo is provided in this study.

Pleosporaled_uttrell ex M.E. Barr, Prodromus to class Loculoascomycetes: 67 (1987)
AnteagloniaceaeK.D. Hyde,Jian K. Liu & A. Mapook, Fungal Diversity 63: 33 (2013)

MycoBank number: MB804658; Facesoffungi number: FOF06700

Notes i Anteagloniaceae wasestablished by Hyde et al. (2013) to accommodate
Anteaglonium Four genera were accepted in this famihz. Anteaglonium Flammeascoma
Neolophiotremaand Purpureofaciens(Ren et al. 2021).Anteagloniaceae species have a
cosmopolitan distribution, mosire saprobic or endophytes on woody based substrates in aquatic
and terrestrial habitats (De Almeida et al. 201dn@et al. 2020, Ren et al. 2021).

AntebambusaX.D. Yu, K.D. Hyde& Jian K. Liu,gen. nov.

MycoBank number: MB854A8L, Facesoffungi number: FOF16563

Etymologyi In reference to a new genus in Anteagloniaceae and it8ho#busa

Type species AntebambusaichuanensiX.D. Yu & Jian K. Liu

Saprobic on decayingbamboo Sexual morph:Ascomatasolitary to gregarious, semi
immersed, subglobose, coriaceous,-looulate. Peridium composed of several layers of brown,
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thick-walled cells ottextura angularisHamaheciumhyphaelike, pseudoparaphyses, embedded in
a gelatinous matrixAsci 8-spored, bitunicate, fissitunicateylindrical, short pedicellate, with an
ocular chamberAscosporesuniseriate or biseriate, fusiform, septate, guttulate, smeatled,
surraunded by a gelatinous sheath. Asexual morph: Undetermined.

Figure 4 7 Neoheleiosa guizhouens(HUEST 23.0252 & c Ascomata on host substrate.
d Vertical section of ascoma. e Structure of peridium. f PseudoparaphydesAsgi.

Iip Ascospores. g, r&cl ony on PDA from above and bel ow.
gik = 10 &em,5 le m.
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Figure 51 RAXML tree generated from combined SSU, ITS, L$&f1-Uand mtSSUsequence
data of Monoblastiales. The tree was rooted Eitinoe centrolobi(CBS 222.50) an&. phaseoli
(CBS165.31). Extype strains are in bold and newly generated sequences in red. Bootstrap values
for ML equal to or greater than 75% are placed above the branches. Branches with Bayesian
posterior probabilities (BYPP) from MCM@nalysis equal to or greater than 0.95 were in bold.

Notesi The phylogenetic analysis showed that four isolateRmtiebambusdormed a
monophyletic clade, sister to the monotypic geNe®lophiotrematype: N. xiaokongenge(Fig.
7). AntebambusaesembésNeolophiotreman having 8spored, short pedicellate asci, and hyaline,
1-septate ascospores surrounded by a gelatinous sheath. Howetebambusahas semi
immersed ascomataylindrical asci and fusiform ascospores, whleolophiotremaas immersed
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ascomatagylindricalclavateasci, and broadly fusiform ascospores witinded ends (Ren et al.
2021). The BLAST search based on SSU, ITS, LSigb2 andtefl-U sequence data of our new
collection showed that the similarity of our strainNo xiaokongens€@KUMCC 20-0173) is98%
(427/434), 8% (394/477), 9% (754/78)), 86% (743/864)and 2% (821/890) respectively. We,
hereby, introduce the new genus basedthe distinctiveness of morphology and mgkne

phylogeny.

Antebambusa sichuanensis.D. Yu & Jian K. Liu,sp. nov. Fig. 6

MycoBank number: MB8548; Facesoffungi number: FOF16570

Etymologyi Epithet refers to Sichuan Province where the fengas collected.

Saprobicon dead branches of bamb&exual morphAscomatasolitary to gregarious, semi
immersed, visible as black domes on the substrate, in vertical sectibh 700 e m d7@ h , 2
em di am. , subgl o-malate Peridum 15i280c esonu swi duen,i compose
layers of brown, thickvalled cells oftextura angularis Hamatheciunml.6i 2.0 um wide, hyphae
like, pseudoparaphyses, branched, embedded in a gelatinous Astiigs5 65 x 1116 um & =
60 x 14 um, n = 30),-8pored, bitunicate, fissitunicatylindrical, straight or slightly ctved, short
pedicellate, rounded at the apex, with an ocular chamisenspored 7 24 x 4.57.5 um & = 20
x 6 um, n = 50), overlapping wskeriate or bseriate, fusiform, hyaline-&eptate, constricted at the
septum, upper cell slightly wat than lower cell, guttulate, smoetfalled, surrounded by a
gelatinous sheath. Asexual morph: Undetermined.

Culture characteristicé Colonies on PDA reaching 56 0 mm af t er 3 mont
circular, with dense mycelium on the surface, white greyetrther ring, and dark greyidirown
at the outer ring; in reverse black.

Material examined China, Sichuan Province, Luzhou City, Naxi County, Dawang Bamboo
Sea, 28°39'24" N, 105°32'53" E, elevation 700 m, on dead branches of bamboo, 20 April 2023,
X.D. Yu, M3 (HKAS 135143 holotype); extype living culture CGMCC 3.2559Zhanhuashan
Village, 28°36'5" N, 105°283" E, 680m elevation, on dead branches of bamboo, 20 April 2023,
X.D. Yu, K11 (HUEST 24.015); living culture UESTCC 24.0138bid. K13 (HUEST 24.0156);
living culture UESTCC 24.013%id. K15 (HUEST 24.013), living culture UESTCC 24.G10.

Bambusicolacead.Q. Dai & K.D. Hyde, Fungal Diversity 63: 49 (2013)

MycoBank number: MB80429Facesoffungi number: FOF00586

Notesi Bambusicolaceae wastroduced by Hyde et al. (2013) to accommodhte genus
Bambusicolabased on the phylogeny inferred from combined SSU, LgbR2 andtefl-U gene
regions. Taxa in the family are widely distributed and commonly saprobic on Arecaceae (palms),
Betulaceae Qorylug, Fabaceae Leucaeny® Moraceae Kicus), and Poaceae (bamboos) in
terrestrialhabitats (Dai et aR015, Jayasiri et al. 2019, &manage et al. 2020Nijesinghe et al.
2020, Yu et al. 2022).

BambusicolaD.Q. Dai & K.D. Hyde, Cryptogamie Mycologie 33: 367 (2012)

MycoBank number: MB801041; Facesoffungi number: FOF01433

Notesi Bambusicolawas introducedy Dai et al. (2012) and iypified by B. massarinia
D.Q. Dai & K.D. Hyde. There are 18 species listed unBambusicolain Species Fungorum
(2024). Most species are parasites or saprobes on bamboos (Poaceae) in terrestrial habitats (Dai et
al. 2012, 2015, 203 Thambugala et aR017, Yang et al. 2019d, Monkai et al. 2021, Liang et al.
2023), exceptB. aquatica(from a freshwater habitat) arl. ficuum(on Ficus sp., Moraceae)
(Brahmanage et al. 202D0ong et al. 2020). Wentroduce a new species Bambusicolawhich
was collected n terrestrial habitats in Sichuan province of China based on comprehensive
morphology and phylogeny analyses.

Bambusicola meishanensi¥.D. Yu & Jian K. Liu, sp. nov. Fig. 8
MycoBank number: MB85483; Facesoffungi number: FOF16571
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Etymology1 Epithet refers to the location, Meishan, Sichuan Province of China, where the
species was collected.

Figure 61 Antebambusa sichuanengi$KAS 135143 holotype). &c Ascomata on host substrate.

d, e Vertical section of ascomata. f Structure of peridiumPsgudoparaphysesiIhAsci.

mi 0 Ascospores. p Ascospores wittucilaginous sheath. g Germinated ascospore. r, s Colony on
PDA from above and bel ow., Scal eieaw,slf0,dggn.e nF
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Anteaglonium rubescens CBS 143911

— Anteaglonium abbreviatum ANM 925a
Anteaglonium thailandicum MFLUCC 14-0816
Anteaglonium parvulum MFLUCC 14-0823

Anteaglonium brasiliense HUEFS 192250
Anteaglonium lusitanicum AMI SPL647

Anteaglonium globosum ANM 925-2

| -l: Anteaglonium latirostrum GKM 1119

Anteaglonium gordoniae MFLUCC 17-2431

— Anteaglonium queenslandicum BRIP 71684a

Anteaglonium

Antebambusa sichuanensis CGMCC 3.25592

Antebambusa sichuanensis UESTCC 24.0140

100

~ Mpytilinidion scolecosporum CBS 305.34

Antebambusa

Antebambusa sichuanensis UESTCC 24.0138
Antebambusa sichuanensis UESTCC 24.0139

Neolophiotrema xiaokongense KUMCC 20-0173 Neolophiotrema

—y Purpureofaciens aquatica MFLUCC 18-1241 Purpureofaciens
| Flammeascoma bambusae MFLUCC 10-0551 Flammeascoma
9 Verruculina enalia BCC 18402 .
Testudinaceae
—— Ulospora bilgramii AFTOL 1598
Tetraploa sasicola KT 563
Triplosphaeria maxima KT 870 Tetrap]osphaeriaceae
Byssolophis sphaerioides IFRDCC 2053
100 Hermatomyces iriomotens KH 361
—E Hermatomycetaceae
Hermatomyces tectonae MFLUCC 14-1140
Lophiotrema eburnoides KT 1424.1 Lophiotremataceae
— Mpytilinidion resinicola CBS 304.34
Outgroup

Figure 77 RAXML tree generated from combined SSU, ITS, L8uh2 andtefl-Usequence data

of Anteagloniaeae. The tree was rooted witklytilinidion resinicola (CBS 304.34) and

M. scolecosporuniCBS 305.34). Extype strains are in bold and newly generated sequences are in
red. Bootstrap values for ML equal to or greater than 75% are placed above the bBraciodes

with Bayesian posterior probabilities (BYPP) from MCMC analysis equal to or greater than 0.95

are in bold.

Saprobicon dead branches bamboo. Sexual morplscomatasolitary to gregarious, semi

immersed, visible as black domes on the substiateertical section 12 9 0
subgl o-malate RPeridum 25i6eb¢c esomu swi duen, i

em di

am.

em 36Q@ h, 2
compose

layers of pale brown, thickalled cells oftextura angularis Hamatheciuml.4i 2.4 um wide,
hyphaelike, cellular psadoparaphyses, embedded in a gelatinous matsizi.45 70 x 13 15 um
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(x =55 x 14 um, n = 30),-8pored, bitunicate, fissitunicate, broad cylindrical to cylindtavate,
straight or slightly curved, short pedicellate to subsessile, rourtdgzbr, with an ocular chamber.
Ascosporesl8i24 x 7.5 um & = 21 x 6.5 ym, n = 50), overlapping biseriate eseBiate,
fusiform, straight to slightly curved, hyalineséptate, constricted at the septum, guttulate, smooth
walled, surround# by a mucilaginous sheath. Asexual morph: Undetermined.

Figure 817 Bambusicola meishanengidKAS 135160 holotype). &b Ascomata on host substrate.
c, d Vertical section of ascomata. e Structure of peridium. f Pseudoparaphiykessd.
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Iis Ascospees. t Ascospore wit mucilaginous sheath. u Colony on PDA from above and below.
Scale bars: ¢, d *=1D9®. ¢m, d, e = 20 em, g

Culture characteristicé Colonies on PDA reaching IR0 mm af t er 3 mont
circular, raised to umbonate, dense, white, reversewell

Material examined China, Sichuan Province, Meishan City, Qingshen County, Bamboo
Forest Wetland Park, 29°48'43" N, 103°49'26" E, elevation 400 m, on dead branches of bamboo,
4 November 2022, X.D. Yu, J32 (HKA%$3516Q holotype), extype living cuture CGMCC
3.25594.

Notesi Bambusicola meishanenstows a close phylogenetic affinity By fusisporaand
B. nanensiswith 100% ML/1.00 BYPP statistical support (Fig. 10). However, we could not
compare theimorphology asB. nanensiss only representeby a coelomycetous asexual morph
(Phukhamsakda et al. 202Bambusicola meishanensessemble$. fusisporan broad cylindrical
to cylindric-clavate asci and fusiform ascospores (Monkai et al. 2021). HowRvereishanensis
has broader asc#®i 70 x 13i 15 vs. 47104 x 6 12) and ascospores {18 x G 7.5 vs. 2030 x 3
7) (Monkai et al. 2021). In addition, there are 2.15% (10/465) differences in ITS and 0.94% (8/850)
differences in LSU gene regions betw&rmeishanensiandB. fusisporawhich also suports the
introduction ofB. meishanensias a new species.

FlavosporellaX.D. Yu, K.D. Hyde& Jian K. Liu,gen. nov.

MycoBank number: MB85485, Facesoffungi number: FOF16564

Etymologyi L at flavunoi, meani ng yel |l owi sh, wmweferring

Type specie$ Flavosporella bambusa¥.D. Yu & Jian K. Liu

Saprobicon decayingbamboo Sexual morphAscostromatasolitary to gregarious, semi
immersed, visible as black domes on the substrate, subglobose, coriaceows, hxhoculate.
Peridium conposed of several layers of brown, thisklled cells of textura angularis
Hamatheciumhyphaelike, cellular pseudoparaphyses, embedded in a gelatinous nfssnx8-
spored, bitunicate, fissitunicate, obovoid to cylindrical, straight or slightly curlied, gedicellate,
rounded at apex, with an ocular chami#escosporedbi-seriate, didymosporous, fusiform, yellow,
1-septate, constricted at the septum, guttulate, smweallled, surrounded by a mucilaginous
sheath. Asexual morph: Undetermined.

Notesi In the phylogenetic analysis four isolateskdvosporellaformed a distinct clade
within Bambusicolaceae (Fig. 1(lavosporellaresemblefalmiascomand Neopalmiascoman
forming semiimmersed ascomata;spored and short pedicellate ascksériate, iseptate and
yellowish ascospores surrounded by a mucilaginous shdatkever, Flavosporelladiffers from
the latter in having unior two-loculate ascomata, and smooth ascospores (Liu et al. 2015, Zhang et
al. 2024b). Thereford;lavosporellais describd as a new genus based on phylogemypled with
morphology.

Flavosporella bambusaX.D. Yu & Jian K. Liu, sp. nov. Fig. 9

MycoBank number: MB85485, Facesoffungi number: FOF16572

Etymologyi Bambusae refers to the host.

Saprobicon dead branclseof bamboo. Sexual morpAscostromatasolitary to gregarious,
semtimmersed, visible as black domes on the substrate, in vertical secticd 830 e m Wi g h,
460 em di am., s ub-pdulate.Resdaum30i8®r icanc eva We,, io mMp o s €
layers of brown, thickvalled cells oftextura angularis Hamatheciuni.Gi 2.0 um wide, hyphae
like, cellular pseudoparaphyses, embedded in a gelatinous metciXd5i 70 x 8 12 um & = 60 x
9 um, n = 30), &pored, bitunicate, fissitunicate, obovoid to cylindrical, straight ortblighrved,
short pedicellate, rounded at apex, with an ocular charAseaspored0i 13 x 3.56 pm & = 12
x 4.5 um, n = 50), bseriate, broad fusiform, hyaline, becoming yellowish at maturisgtate,
constricted at the septum, guttulagemoothwalled, surrounded by a mucilaginous sheath. Asexual
morph: Undetermined.
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Culture characteristicé Colonies on PDA reaching B0 mm af t er 3 mont
circular, white to pale white, velvety, hairy, in reverse black.

Figure 91 Flavosporda bambusagHKAS 135159 holotype). &c Ascomata on host substrate.

d Vertical section of ascoma. e Structure of peridium. f Pseudoparaphy§esAsg.

ki n Ascospores. o Ascospore with mucilaginous sheath. p Germinated ascospore. g, r Colony on
PDAfron above and bel ow. Scaligo, p=allesm,indk== 55 ne m,
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Bambusicola ficuum MFLUCC 17-0872
Bambusicola pustulata MFLUCC 15-0190
Bambusicola dimorpha MFLUCC 13-0282
Bambusicola bambusae MFLUCC 11-0614
Bambusicola aquatica MFLUCC 18-1031
Bambusicola irregulispora MFLUCC 11-0437
Bambusicola splendida MFLUCC 11-0439
Bambusicola guttulata CGMCC 3.20935
Bambusicola autumnalis CGMCC 3.24280
Bambusicola didymospora MFLUCC 10-0557 Bambusicola

96

100 Bambusicola loculata MFLUCC 13-0856
_L Bambusicola triseptatispora MFLUCC 11-0166
Bambusicola massarinia MFLUCC 11-0389

Bambusicola sichuanensis SICAUCC 16-0002

—,_— Bambusicola fusispora MFLUCC 20-0149
Bambusicola nanensis MFLUCC 21-0063
— Bambusicola meishanensis CGMCC 3.25594
Bambusicola subthailandica SICAUCC 16-0005
Bambusicola thailandica MFLUCC 11-0147
Flavosporella bambusae UESTCC 24.0141
100| Flavosporella bambusae CGMCC 3.25593
Flavosporella bambusae UESTCC 24.0143
Flavosporella bambusae UESTCC 24.0142
100 Palmtascoma qujingense KUMCC 19-0201

Flavosporella

Palmiascoma

80 Palmtascoma gregariascomum MFLUCC 11-0175
2x  100] Neopalmiascoma macadamiae ZHKUCC 23-0747
. ' Neopalmiascoma macadamiae ZHKUCC 23-0746
00 Corylicola italica MFLUCC 20-0111
( ‘orylicola italica MFLUCC 19-0500
Leucaenicola phraeana MFLUCC 18-0472
Leucaenicola taiwanensis NTUCC 18-094-1
Leucaenicola osmanthi NTUCC 18-101-1 Leucaenicola
Leucaenicola camelliae NTUCC 18-093-4
Leucaenicola aseptata MFLUCC 17-2423

100 Sulcatispora acerina KT2982
_L . , Outgroup
Sulcatispora berchemiae KT1607

Neopalmiascoma

100 Corylicola

0.05

—

Figure 101 RAXML tree generated from combined SSU, ITS, L&h2 andtefl-Usequence data

of Bambusicolaceae. The tree was rooted \Bitiicatispora acerindKT 2982) and S. berchemia

(KT 1607). Extype strains are in bold and newly generated sequences are in red. Bootstrap values
for ML equal to or greater than 75% are placed above the branches. Branches with Bayesian
posterior probabilities (BYPP) from MCMC analysisuafjito or greater than 0.95 are in bold.

Material examinedi China, Sichuan Province, Zigong City, Rong County, Hualonggou
Bamboo Sea, 29°28'52" N, 104°17'20" E, elevation 625 m, on dead branches of bamboo,
3 November 2022, X.D. Yu, H19 (HKA%35159 hdotype), extype living culture CGMCC
3.25593;ibid. H15 (HUEST 24.0158); living culture UESTCC 24.0141; Chengdu City, Dujiangyan
County, Sea of Bamboo, 31°3'29"N, 103°38'31"E, 810 m elevation, on dead branches of bamboo, 2

5060



December 2021, X.D. Yu, B32 (BEST 24.0159); living culture UESTCC 24.014RBid. B32-1
(HUEST 24.0860); living culture UESTCC 24.013}

LentitheciaceaeY. Zhang ter, C.L. Schoch, J. Fourn., Crous & K.D. Hyde, Studies in Mycology
64: 93 (2009)

MycoBank number: MB515470; Facesoffungimber: FOF08256

Notesi Lentitheciaceae wasstablished by Zhang et al. (2009) and typitigd_entithecium
K.D. Hyde, J. Fourn. & Yin. Zhang., which is characterized by immersed, lenticular, solitary or
scattered ascomata, cylindectavate to cylindreoblong, short pedicellate asci, fusiform or filiform,
hyaline to pale yellow, septate ascospoisst Lentitheciaceae species are saprobes and have
been found on stems and twigs of herbaceous and woody plants in freshwater, terrestrial, or marine
environmersg (Wanasinghe etl. 2014, Wijayawardene et al. 2015, Tibpromehal.2017, Hyde et
al. 2018, Jiang et al. 2019b, Xu et al. 2020, Liu et al. 2022).

Pseudosetoseptorid.G. Tian, K.D. Hyde & Tibpromma, Mycosphere 15: 46 (2024)

MycoBank number: MB90097#&acesoffungi number: FOF14287

Notesi The coelomycetous gentseudosetoseptoriaas established in Lentitheciaceae by
Tian et al. (2024) to accommodd®seudosetoseptoria bambusdde genus is characterized by
holoblastic, hyaline, subcylindrical to amijfierm conidiogenous cells, hyaline, smoothséptate,
ellipsoid to ovoid with both ends rounded, guttulate conidia (Tian et al. 2024). In this study,
morphological characteristics and miggéne phylogenetic analysis of a combirgsU, ITS, LSU
and tefl-U sequence data revealed a new specieBselidosetoseptoritom dead branches of
bamboo collected in China.

Pseudosetoseptoria bambusdeé. Yu & Jian K. Liu, sp. nov. Fig. 11

MycoBank number: MB85485; Facesoffungi number: FOF16573

Etymologyi Bambusae referring to the host.

Saprobic on dead branches of bamboo. Sexual morph: Undetermined. Asexual morph:
Conidiomatal5002 00 e m h2a8&h ,e R O0dDi am. , bl ack, pycnidi al
substrate, solitary to gregarious, subglobosseiction, semimmersed, unlocular, thickwalled.
Conidiomatal wall356 5 e m wi de, c-watquossbaydlineotd brotvrihcells textura
angularis Conidiophoreshyaline, cylindrical, unbranched, straight or slightly flexuous, aseptate,
and occasnally reduced to conidiogenous cell€onidiogenous cellss.517.5 x 25 em,
holoblastic, hyaline, cylindrical to subcylindrical, determinate, terminal, smooth walled walled.
Conidia9i15 x 89 um &= 12 x 7.5 um, n = 50)hyalin, unicellular,occasionally iseptate,
subcylindrical to irregular cylindrical, sometimes with a narrow and truncate base, straight or
slightly curved, smoothvalled, guttulate.

Culture characteristics Colonies growing on PDA, reaching a diameter of &D mm
after 3 nonths at 25 °C, circular, with dense mycelium on the surface, dark grey; in reverse black.

Material examined China, Sichuan Province, Luzhou City, Naxi County, Dawang Bamboo
Sea, 28°39'24" N, 105°32'53" E, elevation 700 m, on dead branches of bati¥qmjl 2023,

X.D. Yu, M14 (HKAS 135126, holotype), eype living culture CGMCC 3.25595.

Notesi The phylogenetic analyses basedS8U, ITS, LSU antefl-Usequence data showed
that Pseudosetoseptoria bambusaested inPseudosetoseptoriand formed a dtinct lineage
(Fig. 12).Pseudosetoseptoria bambusa&sembled?. oryzaein having hyaline, septate, guttulate
conidia (Tian et al. 2024). However, they can be distinguished by the modes of conidiogenous cells
(holoblastic vs. annellid)c The establishent of P. bambusaes justified by morphological and
phylogenetic evidence.

LindgomycetaceaeK. Hiray., Kaz. Tanaka & Shearer, Mycologia 102: 733 (2010)
MycoBank number: MB515187; Facesoffungi number: FOF08267
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Notes i The fungal family LindgomycetaceaePl¢osporales, Dothideomycetes) was
introduced byHirayama et al. (2010) to accommodédar new species dfindgomycesMembers
of Lindgomycetaceae are characterized by immersed,-isgmersed, erumpent to superficial
ascomata papillate or clypelike on the host surface, mostly with ocular chamber of asci and
cylindrical, fusiform or clavate, hyaline or brown, uor multi-septate, straight or slightly curved

ascospores with or without a mucilaginous sheath; as well as coelomycetous, which produce dark

brown to black or pearl white to dull yellow, ostiolate pycnidia, phialidic or holoblastic

conidiogenous cells sometimes with sympodial proliferations and hyaline, cylindrical, ellipsoid,

obovoid, globose tsubglobose or irregular,i @-septate conidia witlor without a mucilaginous
sheath or appendages (Dong et al. 2020, Yang et al. 2023).

Figure 117 Pseudosetoseptoria bambugaiKAS 135126, holotype).i@ Conidiomata on surface
of dead bamboo culms. d Vertical section of conidioma. e Wall of conidiim&onidiogenous
cells bearing conidiai p Conidia. 0 Germinating conidium. p,@plony on PDA from above and
below Scale bars: diis 90 =nh&E &mEnm0 em, f
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78 Keissleriella breviasca KT 649

I8 L Keissleriella trichophoricola CBS 136770

Keissleriella quadriseptata KT 2292 Keissleriella
Keissleriella dactylis MFLUCC 13-0751

Keissleriella taminensis KT 571

87
98

96 - Pleurophoma pleurospora CBS 130329
| Pleurophoma ossicola CPC 24979 Pleurophoma
27 81 — Murilentithecium clematidis MFLUCC 14-0562
Murilentithecium

Murilentithecium rosae MFLUCC 15-0044
Phragmocamarosporium platani MFLUCC 14-1191 Phragmocamarosporium

Phragmocamarosporium rosae MFLUCC 17-0797

Keissleriella yonaguniensis KT 2604

] Keissleriella caraganae KUMCC 18-0164 Keissleriella
98 Halobyssothecium unicellulare MD 6004 X
Halobyssothecium voraginesporum MD 1342 Halohpssodsectam
Lentithecium clioninum KT 1149A
Lentithecium pseudoclioninum KT 1113 Lentithecium
100 — Darksidea beta CBS 135637
Darksidea

L— Darksidea alpha CBS 135650
Crassoascoma potentillae CGMCC 3.20483 Crassoascoma

100 Tingoldiago hydei MFLUCC 19-0499
iEETingoldiago clavata MFLUCC 19-0496 Tingoldiago
4 Tingoldiago graminicola KH68
Towyspora aestuari MFLUCC 15-1274 Towyspora

100 | Pseudokeissleriella bambusicola CGMCC 3.20950

Pseudokeissleriella bambusicola UESTCC 22.0028 Bendol Gileaclia
Katumotoa bambusicola KT 1517a Katumotoa
Neoophiosphaerella sasicola KT 1706 Neoophiosphaerella

100 I Pseudosetoseptoria oryzae MFLUCC 23-0131

92 Pseudosetoseptoria oryzae MFLUCC 23-0151 Pseudosetoseptoria
al ——————— Pseudosetoseptoria bambusae CGMCC 3.25595

Wettsteinina lacustris CBS 618.86 Wettsteinina

[ Setoseptoria phragmitis CBS 114802
09 00 (L Setoseptoria scirpi MFUCC 14-0811 Setoseptoria

Setoseptoria bambusae GZCC 17-0044
_100|: Poaceascoma helicoides MFLUCC 11-0136  p, . .oascoma
Poaceascoma taiwanense MFLU 18-0083
Helminthosporium velutinum MAFF 243854 Outgroup
I 0.05 I

Figure 127 RAXML tree generated from combined SSU, ITS, LSU &efd-U sequence data of
Lentitheciaceae. The tree is rooted wiilelminthosporiumvelutinum (MAFF 243854). Extype

strains are in bold and newly generated sequences are in red. Bootstrap values for ML equal to or
greater than 75% are placed above the bran®@resiches with Bayesian posterior probabilities
(BYPP) from MCMC analysis equal to or greater than 0.95 are in bold.

Hongkongmyce<C.C. Tsang, J.F.W. Chan, N.J. Trendgthith, A.H.Y. Ngan, . W.H. Ling, S.K.P.
Lau & P.C.Y. Woo, Medical Mycology 52: 740 (240)

MycoBank number: MB805515; Facesoffungi number: FOF08269

Notesi Hongkongmycesvas introduced by Tsang et al. (2014) asccommodate a human
pathogenH. pedis However, mostHHongkongmycespecies are saprobes and have been found in
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freshwaterhabitats (Jayawardena et al. 2023). In thetudy, a coelomycetoudongkongmyces
species is introduced.

Hongkongmyces sichuanensis.D. Yu, K.D. Hyde& Jian K. Liu, sp. nov. Fig. 13

MycoBank number: MB85487; Facesoffungi numbeFEoF16574

Etymologyi The epihet refers to Sichuan Province where the fungus was collected.

Saprobic on dead branches of bamboo. Sexual morph: Undetermined. Asexual morph:
Conidiomata80i1 20 em ki QP ,em4di am. , bl ack, pycni di al
substrate, solitary to gregarious, subglobose in section;isenmersed, unlocular, thickwalled.
Conidiomatal walkGi3 0 e m wi de, c-watquossbaydlinesthrown tells ofiextura
angularis or brown cells oftextura prismatica Conidiophoreshyaline, cylindrical, unbranched,
straight or slightly flexuous, aseptate, occasionally reduced to conidiogenoug€oelldiogenous
cells6i9 x456 . 5 & m, thyaline, leylirmrecal to sybcylindrical, determinate, terminal,
smoothwalled.ConidialG0i 17 x 1013 um & = 14 x 11 um, n = 50Qyaline, unicellular, globose
or ellipsoidal, sometimes with a narrow and truncate base, straight or slightlyd,cemeoth
walled, guttulate.

Culture characteristicé Colonies on PDA reaching 880 mm af t er 3 mont
circular, grey, velvety, hairy, in reverse black.

Material examined China, Sichuan Province, Chengdu City, Xinjin County, Banzhulin,
30°29'48N, 103°48'47"E, elevation 480 m, on dead branches of bamboo in a freshwater habitat,
9 May 2022, X.D. Yu, C7 (HKAS 135146, holotype);®pe living culture CGMCC 3.25596.

Notesi Hongkongmyces sichuaneng@sintroduced as new species based on moogjial
and phylogenetic evidence. In the phylogeHy,sichuanensi$CGMCC 3.25596) clusteredith
H. kokensigvith 100% ML and 1.00 PP statistical support (Fig. Hingkongmyces sichuanensis
is distinguishable fror. kokensidy its smaller conidiogeus cells (69 x456 . 5 e mMl¥y s . 7
3It2 em) and conidi al shape ( gobbovoid)¢Beonmee etall | i p
2021). In addition, comparison of ITS sequences betweeanchuanensiandH. kokensishowed
4.96% (39/787 bp, includintipree gaps) nucleotide differences, which stromsglyport our isolate
as a new species.

NigrogranaceaeJaklitsch & Voglmayr, Studies in Mycology 85: 54 (2016)

MycoBank number: MB81778®Facesoffungi number: FOF08317

Notesi Nigrogranaceaés a monotypidamily with Nigrogranaas the typegenus (Jaklitsch
& Voglmayr 2016). Nigrogranaceae (Pleosporales, Dothideomycetes), with an estimated
divergence crown age of MYA (Liu et al. 2024), contains saprobic, pathogenic or endophytic
species on plant tissues)d occasionally can infect humghset al. 2023).

Nigrograna Gruyter, Verkley & Crous, Studies in Mycology 75: 31 (2012)

MycoBank number: MB564794; Facesoffungi number: FOF08318

Notesi Nigrogranawasintroduced by de Gruyter et al. (2013) wkh ma&innonii as the
type speciesNigrogranais characterized by having black ascomata with clavate, short pedicellate
asci and pale to chocolate brown, fusoid to narrowly ellipsoid, segatespores (de Silva et al.
2022,Hyde et al. 2023).

Nigrograna magroliae Wanas., Plos One 15: 19 (2020) Fig. 15

MycoBank number: MB557331; Facesoffungi number: G292

Saprobicon dead branches of bamboo. Sexual mofsicomatasolitary to gregarious, semi
immersed, visible as black domes on the substrate, sadsgp coriaceous, ufoculate.
Hamatheciumli 2 um wide, hyphadike, cellular pseudoparaphyses, embedded in a gelatinous
matrix. Asci60i80 x 7.59.5 um & = 70 x 8.5 um, n = 30),-8pored, bitunicate, fissitunicate,
clavate to cylindrical, saight or slightly curved, short pedicellate, rounded at the apex, with an
ocular chamberAscosporeslZi 16 x 4.55.5 uym & = 13.5 x 5 um, n = 50), utgeriate or bi
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seriate, ellipsoid, straight to somewhat curved, pale brown andeptate wln young, becoming
yellowish brown to brown at maturity,-@useptate, constricted at the median septum. Asexual

morph: Undetermined.

Figure 137 Hongkongmyces sichuanen@itKAS 135146, holotype).i@ Conidiomata on surface

of dead bamboo culms. d, eeMical section of conidiomaa. f Ostiole. g, h Wall of conidioma.

i1l Conidiogenous cells bearing conidiai gnConidia. r Germinating conidium.Golony on PDA

from above andbelow Scal e bar si: =d,20 e&m,50] ,eimgm, =5 =¢ 10
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100 Clohesyomyces aquaticus MFLUCC 11-0092
go| ' Clohesyomyces aquaticus MELUCC 18-1037 Clohesyomyces
ogr Trematosphaeria hydrela CBS 880.70
Trematosphaeria hydrela HKUCC 10666
Massariosphaeria sp. KT 667

Trematosphaeria
91

Massariosphaeria sp. KT 797
g7 Aquimassariosphaeria vermiformis GZCC19-0497
8 Aquimassariosphaeria vermiformis GZCC 19-0495
21N Aquimassariosphaeria typhicola CBS 609.86 Aquimassariosphaeria

Agquimassariosphaeria kunmingensis KUMCC 18-1019

Lolia dictyospora CBS H-22131
-| Lolia

Lolia aquatica MF644
100| Hongkongmyces kokensis MFLUCC 21-0079
Honglkongmyces kokensis MELUCC 21-0080
Honglkongmyces sichuanensis CGMCC 3.25596
Hongkongmyces thailandica MFLUCC 16-0406
Hongkongmyces changchunensis CCMJ5008

100, :
Hongkongmyces brunneisporus MFLUCC 18-1509 Hongkongmyces

385 Hongkongmyces brunneisporus MFLUCC 17-1317

82

— Hongkongmyces aquisetosus GZCC 20-0357

99[ Hongkongmyces snookiorum DAOMC 251900
| Hongkongmyces pedis CBS 136076
o4 —— Hongkongmyces aquaticus MFLUCC 18-1150

100| Ocellisimilis clavata GZCC 19-0499 .
—| Ocellisimilis

Ocellisimilis clavata GZCC 19-0498
g1~ Lindgomyces apiculatus KT1108
100 100 Lindgomyces cigarospora DSM 103500

Lr Lindgomyces ingoldianus ATCC 200398
Lindgomyces okinawaensis KT 3531

100[ Pleosporales sp F65-1 Xenovaginatispor.
100 Xenovaginatispora phichaiensis MFLUCC 21-0082

100 Neolindgomyces pansanae MFLUCC 18-0245
Neolindgomyces

Lindgomyces

Neolindgomyces submersus CBS 115553

100 Lophiotrema fallopiae HHUF 30506
Lophiotrema eburnoides KT 1424-1

Outgroup

0.05
—

Figure 147 RAXML tree generated from combined SSU, ITS, LSU &efd-U sequence data of
Lindgomycetaceae. The tree was rooted Wwitphiotrema eburnoidedKT 1424.1) and.. fallopiae

(HHUF 30506). Extype strains are in bold and newly generated eseces are in red. Bootstrap
values for ML equal to or greater than 75% are placed above the branches. Branches with Bayesian
posterior probabilities (BYPP) from MCMC analysis equal to or greater than 0.95 are in bold.

Culture characteristicé Colonies onPDA reaching 2030 mm after 3 months at 25,
dense, circular, surface sparsely hairy, white hairy, in reverse dark brown.

Material examined China, Sichuan Province, Chengdu City, Dujiangyan County, Mount
Qingcheng, 30°54'29"N, 103°32'36"E, elevation 960 m, on dead branches of bamboo, 2 becembe
2021, X.D. Yu, B4 (HUEST 24.0161), living culture UESTCC 24.0144.
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Notesi Wanasinghe et al. (2020) introducBligrograna magnoliagwhich was collected
from Magnolia denudata (Magnoliaceae) in Kunming City, Yunnan Province, China.
SubsequentlyZhang etal. (2020a) recollectednd described it in China and Thailand, where it
occurs on decaying submerged woadter, Li et al. (2023) reported this species fréwer
truncatum Juglans regiaandOlea europaeaHyde et al. (2024) also reported this speciemfa
dead twig ofAquilaria sp. in Menghai City, Xishuangbanna Yunnan Province. é@lection was
found from decaying bamboo in terrestrial environments. We identifyNL asagnoliaebased on
the morphological characters and phylogenetic analyses {Big. This is the firstreport of
N. magnoliadrom bamboo in a terrestrial habitat.

Figure 157 Nigrograna magnoliadHUEST 24.016) ai b Ascomata on host substrate. ¢ Vertical
section of ascoma. d Pseudoparaphysép.Asci. kiq Ascospores. r Germiteal ascospore.
s, t Colony on PDA from above and below. Scale bédjs:t,e r = 20 ¢€q, =d5 =¢m0
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Nigrograna impatientis GZCC 19-0042
Nigrograna chromolaenae MFLUCC 17-1437

72 Nigrograna mackinnonii CBS 674.75

19/ L Nigrograna hydei GZCC 19-0050

79 —— Nigrograna fuscidula CBS 141556

100 Nigrograna carollii CCF 4484

— Nigrograna puerensis ZHKUCC 22-0212
95_ r Nigrograna magnoliae UESTCC 24.0144

100 - Nigrograna magnoliae MFLUCC 20-0020

] (LESEL Nigrograna kunmingensis ZHKUCC 22-0242

Nigrograna peruviensis CCF 4485

Nigrograna antibiotica CCF 4378

Nigrograna mycophila CBS 141478

Nigrograna obliqua CBS 141477
Nigrograna cangshanensis MFLUCC 15-0253

Nigrograna asexualis ZHKUCC 22-0214
100

Nigrograna thymi MFLUCC 14-1096

Nigrograna locuta pollinis CGMCC 3.18784
100

100 Nigrograna samueliana NFCCI 4383

Nigrograna rhizophorae MFLUCC 18-0397
Nigrograna norvegica CBS 141485

100 Nigrograna yasuniana YU 101026

99

Nigrograna jinghongensis KUMUCC 21-0035

Nigrograna coffeae ZHKUCC 22-0210

wol——— Occultibambusa fusispora MFLUCC 11-0127

Outgroup
Occultibambusa bambusae MFLUCC 13-0855

I 0.1 |

Figure 167 RAXML tree generated from combined SSU, ITS, L&h2 andtefl-Usequence data

of Nigrogranaceae. The tree was rooted dttultibanbusa bambusa@IFLUCC 13-0855) and

O. fusisporaMFLUCC 11-0127). Extype strains are in bold and newly generated sequences are in
red. Bootstrap values for ML equal to or greater than 75% are placed above the branches. Branches
with Bayesian posterior pbabilities (BYPP) from MCMC analysis equal to or greater than 0.95

are in bold.

OccultibambusaceaeD.Q. Dai & K.D. Hyde, Fungal Diversity 82: 25 (2016)

MycoBank number: MB552013; Facesoffungi number: FOF01973

Notes i Occultibambusaceae was introduceg Dai et al. (2017),and typified by
Occultibambusa Five genera are accepted in this familywiz. Brunneofusispora
NeooccultibambusaOccultibambusaSeriascomaand Versicolorisporium(Jiang et al. 2021a, Yu
et al. 2021). Most Occultibambusaceae species saprobic and frequently found on
monocotyledons or hardwood trees in terrestrial and aquatic habitats (Dai et al. 2017, Doilom et al.
2017).

AculeatosporellaX.D. Yu, K.D. Hyde& Jian K. Liu,gen. nov.
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MycoBank number: MB85483; Facesoffungi number: FAB565

Etymologyi In reference to the characteristic of aculeate ascospores.

Type specie$ Aculeatosporella bambusaeD. Yu, K.D. Hyde& Jian K. Liu

Saprobicon deadwood Sexual morphAscomatasolitary to gregarious, sermmnmersed,
subglobose, coriaceas, uniloculatePeridiumcomposed of several layers of brown, thwélled
cells oftextura angularisHamatheciumhyphaelike, pseudoparaphyses, embedded in a gelatinous
matrix. Asic 8-spored, bitunicate, fissitunicate, clavate, short pedicellate, rdustdthe apex, with
an ocular chambeAscosporegusiform, hyaline, becoming brown at maturityséptateaculeate
surrounded by a mucilaginous sheath. Asexual morph: Undetermined.

Notesi Aculeatosporellds typical of Occultibambusaceaa having 8spored, fissitunicate,
clavate, short pedicellate asci and fusiform, septate ascospaomesinded by a mucilaginous
sheath(Dai et al. 2017). It is distinguished from other gener@®a@cultibambusacedsy brown 1-
septateand aculeateascosporesThe phylognetic analyses showed (Fig. 18) that two isolates of
Aculeatosporella bambusagre sister toNeooccultibambusa thailandensiand they formed a
monophyletic clade with low bootstrap support @ccultibambusaceaeAculeatosporella
bambusaeresemblesNeoocaltibambusa thailandensign having 8spored, fissitunicate, short
pedicellate asci, fusiformbrown, 1-septateascospores. HoweveA. bambusaediffers from
N. thailandensisn having semimmersed ascomata, broadly clavate asci,andeateascospores
with a mucilaginous sheathin addition, the comparison of nucleotide differences between
A. bambusaeand N. thailandensisshowed that there are 5.6% (27/479, including 10 gaps)
differences in ITS, 0.7% (6/861) in LSU, 7.8% (70/892, including 2 gapsph2 and 3.5%
(34/970, including 1 gap) itefl-Ugene regions. Hence, we establish a new genus to accommodate
Aculeatosporelldambusadased on the morpkghylogenetic evidence.

Aculeatosporella bambusa¥.D. Yu, K.D. Hyde& Jian K. Liu, sp. nov. Fig. 17

MycoBank number: MB8548; Facesdiungi number: FOF16575

Etymologyi The epithet refers to the host, on which the holotype was collected.

Saprobicon dead branches of bamboo. Sexual mofgsitomatasolitary to gregarious, semi
immersed, visible as black domes on the substrate, in vesticabn 809 0 e m hil §l®0, ¢ m10
diam., subglobose, coriaceous, unilocul&etidium1545 e m wi de, composed
of brown, thickwalled cells oftextura angularis Hamatheciuml.5 2.5 um wide, hyphaéke,
pseudoparaphyses, embedded inlatog®us matrix Asic40i60 x §9 um € =50 x 7.5 um, n =
30), 8spored, bitunicate, fissitunicate, broadlgvate, straight or slightly curved, short pedicellate,
rounded at the apex, with an ocular chamBeacospored0i 13 x34 ym & =12 x 3.5 ym, n =
50), 3seriate, fusiform, straight to somewhat curved, hyaline, becoming brown at maturity, 1
septate, constricted at the septanleate surrounded by a mucilaginous sheath. Asexual morph:
Undetermined.

Culture characteristicé Colonies on PDA reaching 2860 mm af t er 3 mont
circular, with dense mycelium on the surface, dark greyish at the inner ring, and black at the outer
ring; in reverse black.

Material examined China, Sichuan Province, Meishan City, Danling GgudiuLongShan
Forest Park, 29°54'48"N, 103°35'13"E, elevation 460 m, on dead branches of bamboo, 14 July
2022, X.D. Yu, D25 (HKAS 135144, holotype), -&ype living culture CGMCC 3.27443bid.

Neijiang City, Shuanggiao Town, Mansiba Village, 29°43%4105°9'32"E, elevation 350 m, on
dead branches of bamboo, 3 May 2023, X.D. Yu, K47 (HUEST 23.0258); living culture UESTCC
23.0258.

Parabambusicolacead&az. Tanaka & K. Hiray., Studies in Mycology 82: 115 (2015)
MycoBank number: MB811324; Facesoffungimber: FOF06708
Notes i Parabambusicolaceae was establishedTagaka et al. (2015) and typified by
ParabambusicolaKaz. Tanaka & K. Hiray., which is characterized by scatteedyrouped,
immersed to erumpent, globose to subglobose ascomata, fissituoiaagte to broadly cylindrical
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asci, clavate to fusiform, hyaline, multiseptate ascospores and mondikietys/phomycetes.
Most Parabambusicolaceae species are saprobes and have been found on dicotyledonous plants
monocotyledonous plants, and fernaquatic and terrestrighvironments (Xie et al. 2022).

NeoaquastromaVanas., E.B.G. Jones & K.D. Hyde, Phytotaxa 302: 139 (2018)
MycoBank number: MB552499; Facesoffungi number: FOF02609
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Figure 17 1 Aculeatosporella bambusafHKAS 135144, holotype)ai ¢ Ascomata on host
substrate. d Vertical section of ascoma. e Structure of peridium. f Pseudoparaphlygesi.g

mi q Ascospores. r Ascospores with mucilaginous sheath. s, t Colony on PDA from above and
bel ow. Scale ibar s: =dgl®d= 23n,ecmm, e
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991 Occultibambusa chiangraiensis MFLUCC 16-0380
SUL Occultibambusa bambusae MFLUCC 13-0855
93 Occultibambusa pustula MFLUCC 11-0502
100] |78 Occultibambusa aquatica MFLUCC 11-0006
Occultibambusa jonesii GZCC 16-0117
Occultibambusa kunmingensis HKAS 102151
100y Occultibambusa sichuanensis CGMCC 3.20938
Occultibambusa sichuanensis UESTCC 22.0004
100 | {L0 Versicolorisporium triseptatum JCM 14775 Versicolorisporium
Occultibambusa maolanensis GZCC 16-0116
Occultibambusa hongheensis KUMCC 21-0020
Occultibambusa fusispora MFLUCC 11-0127
2 100 Seriascoma bambusae KUMCC 21-0021
Seriascoma honghense KUMCC 21-0007
Seriascoma didymosporum MFLUCC 11-0179
100 | Seriascoma acutispora ZHKUCC 22-0274
Seriascoma acutispora ZHKUCC 22-0273
Seriascoma yunnanense MFLU 19-0690
Brunneofusispora sinensis KUMCC 17-0030
Brunneofusispora sinensis MEFLUCC 20-0016
Massarina rubi MUT 4887
Massarina rubi CBS 691.95
Massarina rubi MUT 4323
Brunneofusispora sennae-torae BRIP 72515d Brunneofusispora
100y Brunneofusispora inclinatiostiola CGMCC 3.20403
1o _-l Brunneofusispora inclinatiostiola GZCC 21-0185
Brunneofusispora clematidis MFLUCC 17-2070
Brunneofusispora sp. X135
i Brunneofusispora hyalina MFLUCC 21-0008
Rt 961 Neooccultibambusa kaiyangensis CGMCC 3.20404
4100[1 Neooccultibambusa kaiyangensis GZCC 21-0184
79 Neooccultibambusa chiangraiensis MFLUCC 12.0559
IOOI Neooccultibambusa trachycarpi GZCC 21-0181 Neooccultibambusa
Neooccultibambusa trachycarpi CGMCC 3.20405
Neooccultibambusa jonesii MFLUCC 16-0643
Neooccultibambusa pandanicola KUMCC 17-0179

Occultibambusa

Seriascoma
100

100

98

75

= > UESTCC 23 025
100| Aculeatosporella bambusae UESTCC 23.0258 Aculeatosporella
Aculeatosporella bambusae CGMCC 3.27443
L— Neooccultibambusa thailandensis MFLUCC 16 0274 Neooccultibambusa
100y Ohleria modesta CBS 141480 Outgroup
Ohleria modesta MGC
0.05
—

Figure 181 RAXML tree generated from combined SSU, ITS, L&h2 andtefl-Usequence data

of Occultibamlisaceae. The tree was rooted vithleria modestdCBS 141480) an®. modesta
(MGC). Extype strains are in bold and newly generated sequences are in red. Bootstrap values for
ML equal to or greater than 75% are placed above the branches. Branches wittamBapsterior
probabilities (BYPP) from MCMC analysis equal to or greater than 0.95 are in bold.

Notes T Neoaquastromawas established by Wanasinghe et al. (2017) and typified by
Neoaquastroma guttulatutwanas., E.B.G. Jones & K.D. Hyde, which is chteazed by 8
spored, bitunicate, fissitunicate, clavate, short pedicel asci, biseriate to triseriate, and ellipsoidal to
subfusiform, hyaline, mukseptate ascospores (Wanasinghe et al. 2017). Five species are accepted
in the genusyiz. N. bauhiniaePhulhams. & K.D. HydeN. cylindricumSamarak. & K.D. Hyde,
N. guizhouensd.F. Zhang & Jian K. LiuN. guttulatumWanas., E.B.G. Jones & K.D. Hyde and
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N. krabiensePhukhams. & K.D. Hyde (Wanasinghe et al. 2017, Phukhamsakdd. 2018,
Samarakoon et a2019, Zhang et al. 2023).

Neoaquastroma cylindricunsamarak. & K.D. Hyde, Asian Journal of Mycology 2: 240 (2019)
Fig. 19

MycoBank number: MB556820; Facesoffungi number: FOF06520

Saprobicon dead branches of bamboo. Sexual mowbcomatasolitary to gregaous,
immersed to erumpent, usually forming in a linear series on the host surface, in vertical section
150250 em h3gyh,edOOI am. , subgl ob deridiym3@»0 | ame o
wide, composed of several layers of hyaline to brown celiextfira angularisHamatheciuni.5
2.5 um wide, hyphadéike, cellular pseudoparaphyses, embedded in a gelatinous nAescd 30
150 x 4050 pm & = 140 x 45 uym, n = 30),-8pored, bitunicate, fissitunicate, broad cylindric
clavate, straight roslightly curved, short pedicellate to subsessile, rounded at the apex, with an
ocular chamberAscospore0i 60 x 1216 pm & = 55 x 14 um, n = 50), muigeriate, sub
cylindrical to fusiform, straight to somewhat curved, hyaline, septateptsrwalled, surrounded
by a mucilaginous sheath when young, disappearing mucilaginous sheath at maturity. Asexual
morph: Undetermined.

Culture characteristicé Colonies on PDA reaching 280 mm af t er 3 mont
circular, with dense mycelium on tlsarface, greyish at the inner ring, and brown at the outer ring;
in reverse dark brown.

Material examined China, Sichuan Province, Meishan City, Danling Countyodigshan
Forest Park, 29°54'48"N, 103°35'13"E, elevation 460 m, on dead brancheshbmfobdm July
2022, X.D. Yu, D4 (HUEST 24.0162), living culture UESTCC 24.0145.

Notes1 In the multiloci phylogenetic analyses, our straNeoaquastroma cylindricum
(UESTCC 24.0145) clustered with the-gpe strain ofN. cylindricum(MFLUCC 190489) with
100% ML and 1.00 PP support (Fig. 2@ur strain shares similar morphology with the type of
N. cylindricumin having solitary to gregarious, subglobose ascomata, cylolvwate asci, and
fusiform ascospores (Samarakoon et al. 2019). The nucleotideacsons showed that our strain
(UESTCC 24.0145) is not significantly different from the type straiN.ofylindricum(MFLUCC
19-0489) in SSU, ITS, LSU anfl-U which indicated that they are the same species (Chethana et
al. 2021). Therefore, we identify our collectionMscylindricum with an additional bamboo host
record.

PericoniaceaeNann., Repert. mic. uomo: 482 (1934)

MycoBank number: MB81124; Fasoffungi number: FOF06657

Notesi Nannizzi (1934) initially introduced Periconiaceae based on the type Benigsnia
Tode. Tanaka et al. (2015) formally establiskieel family Periconiaceae and placed it in the order
Pleosporales based on modern furgystematics. Members of Periconiaceae are characterized by
scattered, immersed to erumpent ascomata, pseudoparaphyses, oblong to cylindrical asci, and
broadly fusiform, iseptate, hyaline ascospores; as well as synnemata or -ikesasexual
morphs, whib produce macronematous, mononematous conidiomata, monoblastic to polyblastic,
discrete and branched conidiogenous cells, and globose to ellipsoidal, aseptate, catenate, brown
conidia (Tanaka et al. 2015, Senwanna et al. 2021).

PericoniaTode, Fungi Mecldnburgenses Selecti 2: 2 (1791)

MycoBank number: MB9263; Facesoffungi number: FOF06658

Notesi Periconiawasintroduced by Tode (1791) witR. lichenoidesas the type species.
Periconia species have been reported as saprobes, endophytgdaahgathogengTian et al.
2024).In this study, two new specieR.(muchuanensiand P. sichuanensi$ are described with
detailed descriptions and illustrations.

Periconia muchuanensiX.D. Yu & Jian K. Liu, sp. nov. Fig. 21
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MycoBank number: MB8548); Facestfungi number: FOF16576

Etymologyi The s peci muclmanengs trheefteris t o t he |
Province of China, where the new species was collected.

Saprobicon dead branches of bamboo. Sexual morph: Undetermined. Asexual morph:
Colonies superficial, effuse, hairy, scattered, dark brown to bl@dnidiophoregt00' 600 x 1018
pm (& =500 x 14 um, n = 20), macronematous, mononematous, solitary, erect, cylindrical, straight
or slightly flexuous, dark brown to black, partly fang obovoid heads and branched at apex,
producing 23 secondary conidiophores, septate, smodnidiogenous cellsholoblastic,
polyblastic, terminal, integrated or discrete, pale brown to brown, sm@othdia7.5 9.5 x 5.5
8.5 um &= 8.5 x6.5 um, n = 50), oval to subglobose, aseptate, solitary, pale brown, verruculose.

ocat.i

5
5
[l

Al

Figure 1917 Neoaquastroma cylindricuHUEST 24.0162 ab Ascomata on host substrate.
c Vertical section of ascoma. d Structure of peridium. e Pseudoparaphyge#sd.
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ki n Ascospores. o Ascospore with maginous sheath. p Germinated ascospore. g, r Colony on
PDA from above and below. Scale barsi¢,f = 50ipe i, 2d, e¢km, e = 10 & m.

Lonicericola hyaloseptispora KUMCC-18 0150

- Lonicericola
" Lonicericola fuyuanensis MFLU 19-2850
Pseudomonodictys tectonae MFLUCC 12-0552 Pseudomonodictys
kL * Paratrimmatostroma kunmingensis HKAS 102224A Paratrimmatostroma
wol b Aquastroma magniostiolata HHUF 30122 Aquastroma
Paramonodictys solitarius GZCC 20-0007 Paramonodictys
Multilocularia bambusae MFLUCC 11-0180 Multilocularia

= 100{ Neoaquastroma cylindricum UESTCC 24.0145

99 Neoaquastroma cylindricum MFLUCC 19-0489

Neoaquastroma krabiense MFLUCC 16-0419
Neoaquastroma

100

Neoaquastroma bauhiniae MFLUCC 17-2205

100
100 Neoaquastroma bauhiniae MFLUCC 16-0398

100

Neoaquastroma guttulatum MFLUCC 14-0917
5 Parabambusicola honghensis KUMCC 21-0410
Parabambusicola bambusina KT 2637

Parabambusicola
100 Parabambusicola aquatica MFLUCC 18-1140

Parabambusicola thysanolaenae KUMCC 18-0148

Scolecohyalosporium submersum HKAS 122242 Scolecohyalosporium

Neomultiseptospora yunnanensis HKAS 122240  Neomultiseptospora

100

Multiseptospora thailandica MFLUCC 11-0183 Multiseptospora
Bambusicola massarinia MFLUCC 11-0389
100 Outgroup
Bambusicola loculata MFLUCC 13-0856
0.05

Figure 207 RAXML tree generated from combined SSU, ITS, LSU &efd-U sequence data of
Parabambusicolaceae. Thed was rooted witlBambusicola loculatdMFLUCC 13-0856) and

B. massarinidMFLUCC 11-0389). Extype strains are in bold and newly generated sequences are
in red. Bootstrap values for ML equal to or greater than 75% are placed above the branches.
Branche with Bayesian posterior probabilities (BYPP) from MCMC analysis equal to or greater
than 0.95 are in bold.

Culture characteristicé Colonies on PDA reaching 660 mm after 3 months at 25,
circular, with dense mycelium on the surface, white; in reverse brown.
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Material examined China, Sichuan Province, Muchuan City, Taoyuan Mountain House,
28°57'11"N, 103°53'28"E, elevation 403 m, on dead branches of bamboo, 3 November 2022, X.D.
Yu, F13 (HKAS 135150, holotype), etype living culture CGMCC 3.25599 UESTCC 23.0260

Notesi In the SSUITS-LSU-tef1-U phylogenetic treePericonia muchuanensi®rmed a
basal branch of thd”ericonia clade (Fig. 23).Periconia muchuanensigs most similar to
P. thysanolaenaé having macronematous, mononematous, branched conidiophores, polyblastic
conidiogenous cells and verruculasmidia (Yang et al. 2022). Howevét, muchuanensidiffers
in having solitary and larger conidia. The establishment ofmudiuanensisis justified by
morphological and phylogenetic evidence.

Figure 2171 Periconia muchuanens{#KAS 135150, holotype).i&@ Colonies. df Conidiophores
and conidia. g, h Conidiogenous cells. i Conidia. j Germinating conidium. k, | Colony orirBiA
above and below. Scale barsfd = 50h e€e=m,20g &m,10i & m.

Periconia sichuanensiX.D. Yu & Jian K. Liu, sp. nov. Fig. 22

MycoBank number: MB8548L, Facesoffungi number: FOF16577
Etymologyi The epithet refers to Sichuan Province vehiine fungus was collected.
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Figure 221 Periconia sichuanensifHKAS 135157, holotype).i@ Colonies. df Conidiophores
and conidia. §i Conidiogenous cells. j Conidia. k Germinating conidium. I, m Colony on PDA
from above and below. Scale barsedc5 0 ¢€m, =f20 em, k = 10 & m.

Saprobic on dead branches of bamboo. Sexual morph: Undetermined. Asexual morph:
Coloniessuperficial, effuse, hairy, scattered, dark brown to bl&danidiophore250/ 750 x 6 12
pm (& =500 x 8 um, n = 20), maanematous, mononematous, solitary, erect, cylindrical, slightly
wider at the basal portion, straight or slightly flexuous, brown to dark brown, usually with one or a
number of short branches near the apex, septate, smGotiidiogenous cellsholoblastic,
polyblastic, terminal, integrated or discrete, pale brown to brown, smGathidia 4.5 5.5 pum
diam. & = 5.0 um, n = 50), acropleurogenous, catenate, globose, aseptate, pale brown to brown.
Culture characteristicé Colonies on PDA reaching B0 mm af ter 3 mont
circular, with dense mycelium on the surface, pale yellow; in reverse yellow.

5076



Material examinedi China, Sichuan Province, Qionglai City, Lugou Bamboo Sea,
30°22'37"N, 103°16'45"E, elevation 730 m, on dead branches of bafitb&xctober 2021, X.D.
Yu, A40 (HKAS 135157, holotype), etype living culture CGMCC 3.25598 UESTCC 23.0259

Notesi The phylogenetic analyses based on SSU, ITS, LSUedihtl sequence data showed
that the new collectioRericonia sichuanensisested m Periconia (Fig. 23) and formed a distinct
lineage.P. sichuanensisesemblesP. digitata, P. pseudodigitatand P. verrucosan having
catenate, globose, aseptatanidia (Tanaka et al. 2015, Phukhamsakda et al. 2020, Tian et al.
2024). HoweverP. sichanensidiffers in nd having echinulate or verruculose conidia. Therefore,
establishmenof the new species is justified by morphology and phylogenetic evidence.

PhaeoseptaceaBoonmee, Thambugala & K.D. Hyde, Mycosphere 9: 323 (2018)

MycoBank number: MB54385; Facesoffungi number: FOF04462

Notes i Phaeoseptaceae was introduckgg Hyde et al. (2018) toaccommodate
Lignosphaeria Neolophiostomaand Phaeoseptunin Pleosporales witliPhaeoseptunas the type
genus. Subsequentliiu et al. (2019b)ntroduced anew genudlleopunctumn the familythat is
representednly by theasexual morph

PleopunctumN.G. Liu, K.D. Hyde & J.K. Liu, Mycosphere 10: 767 (2019)

MycoBank number: MB556522; Facesoffungi number: FOF06113

Notesi Pleopunctumwas introduced by Liu edl. (2019b) toaccommodat®. ellipsoideum
and P. pseudoellipsoideurand is typified byP. ellipsoideum Elevenrecords are listed in Index
Fungorum (2024)Pleopunctums characterized by macronematous, mononematous conidiophores,
monoblastic conidiogems cells and muriform, oval to ellipsoidal conidiien with a hyaline,
elliptical to globose basal cell.

Pleopunctum ellipsoideunN.G. Liu, K.D. Hyde & Jian K. Liu, Mycosphere 10: 767 (2019)
Fig. 24

MycoBank number: MB556523; Facesoffungi number: FOE@61

Saprobicon dead branches of bamboo. Sexual morph: Undetermined. Asexual morph:
Colonieson natural substratum, sporodochial, scattered to gregarious, black, glistening, superficial,
punctiform. Mycelium immersed, composed of septate, branched, subleyadi greyisHorown
hyphae.Conidiophoresmacronematous, mononematous, brown, often reduced to conidiogenous
cells. Conidiogenous cellmonoblastic, terminal, integrated, medium bro@onidia45i 70 x 20
30 um & = 55 x 25 uym, n = 50), acrogams solitary, muriform, constricted at septa, oval to
ellipsoidal, smoottwalled, dark brown, broadly obtuse at apex, truncate at base, often with a
hyaline, elliptical to globose basal cell,iZ2 um diam. £ = 20 um, n = 50).

Culture charactistics i Colonies on PDA reaching 880 mm af t er 3 mont hs
circular, umbonate, fluffy, velvety edge, a circular raised band, grey white, in reverse grey white to
dark grey, black toward the center.

Material examined China, Sichuan Province, Luzhou City, Naxi District, Dawang Bamboo
Sen, 28°39'24"N, 105°32'53"E, elevation 700 m, on dead branches of bamboo, 20 April 2023, X.D.
Yu, M13 (HUEST 24.0163), living culture UESTCC 24.0HHBESTCC 24.014.

Notesi In the multi loci phylogenetic analyses, our strains UESTCC 24.0146 and UESTCC
24.0147 grouped together withPleopunctum ellipsoideurstrains (Fig. 26)Our new isolate is
similar toP. ellipsoideunexcept for the size ofonidia(45 70 x 20 30vs. 3951 x 17 24) (Liu et
al. 2019b). Thus, we named our strainsPasllipsoideumand tley are reported as a new host
record on bamboo.

Pleopunctum pseudoellipsoideuM.G. Liu, K.D. Hyde & Jian K. Liu, Mycosphere 10: 768 (2019)

Fig. 25
MycoBank number: MB556524; Facesoffungi number: FOF06115
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Periconia verrucosa MFLUCC 17-2158
Periconia palmicola MFLUCC 14-0400
Periconia elaeidis MFLUCC 17-0087
Periconia delonicis MFLUCC 17-2584
Periconia arecacearum MFLUCC 16-1387
Periconia cookei MFLUCC 17-1679
Periconia digitata CBS 510.77
Periconia festucae CGMCC 3.23929
Periconia pseudodigitata KT 1395
Periconia cyperacearum CPC 32138
100y Periconia sichuanensis UESTCC 23.0259
Periconia sichuanensis CGMCC 3.25598
g7| 190 Periconia chengduensis CGMCC 3.23930
m -| E Periconia chimonanthi KUMCC 20-0266
Periconia cortaderiae MFLUCC 15-0457
_79[ Periconia thysanolaenae KUMCC 20-0262

Periconia minutissima MUT 2887
Periconia neominutissima CPC 42368
lF Periconia philadelphiana CPC 42854
P

Periconia homothallica KT 916

ericonia banksiae CBS 129526
Periconia citlaltepetlensis IOM 325319

727{— Periconia prolifica DBOF129

Periconia ananasi MFLUCC21-0155
Periconia igniaria CBS 845.96
100E Periconia epilithographicola CBS 144017
Periconia caespitosa LAMIC 110.16
Periconia variicolor SACCR 64
Periconia macrospinosa CBS 135663
Periconia minutissima MFLUCC 15-0245 Periconiaceae
Periconia yangjiangensis ZHKUCC 23-0997
Periconia endophytica ZHKUCC 23-0995
Periconia wurfbainiae ZHKUCC 23-0999
100; Flavomyces fulophazae CBS 135761
Flavomyces fillophazae CBS 135664
991 Sporidesmium tengii HKUCC 10837
Periconia cynodontis CGMCC 3.23927
Periconia penniseti CGMCC 3.23928
Periconia neobrittanica CPC 37903
Periconia didymosporum MFLU 15-0058
Periconia alishanica MFLUCC 19-0145
Periconia pseudobyssoides KUMCC 20-0263
Periconia artemisiae KUMCC 20-0265
Periconia byssoides MFLUCC 20-0172
Periconia salina MFLU 19-1235
Periconia muchuanensis UESTCC 23.0260
Periconia muchuanensis CGMCC 3.25599
Periconia thailandica MFLUCC 17-0065

Periconia submersa MFLUCC 16-1098
100 é% Periconia spodiopogonis CGMCC 3.23932

100

80

100

Periconia imperatae CGMCC 3.23931
Periconia aquatica MFLUCC 16-0912
ﬁ:}wﬂssamm cisti CBS 266.62 5
Massarina eburnea CBS 473.64 Massarinaceae
100y Lentithecium clioninum KT 1220
_]O()Eentithecium clioninum KT1149A Lentitheciaceae
Lentithecium aquaticum CBS 123099
100— Morosphaeria ramunculicola KH 220
1 Outgroup

0 Morosphaeria velatispora KH 221
1 : ]
I 1

Figure 237 RAXML tree generated from combin@BU, ITS, LSU andefl-U sequence data of
Periconiaceae. The tree was rooted Witbrosphaeria ramunculicol@H 220)and M. velatispora

(KH 221). Extype strains are in bold and newly generated sequences are in red. Bootstrap values
for ML equal to or greater than 75% agotaced above the branches. Branches with Bayesian
posterior probabilities (BYPP) from MCMC analysis equal to or greater than 0.95 are in bold.
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Figure 24 1 Pleopunctum ellipsoideufHUEST 24.0163 & b Colonies. ¢ Conidiophores and
conidia. df Conidia wth basal hyaline cell. g Conidium. h Germinating conidium. i, j Colony on
PDA from above and belibws 3@atm. bars: ¢ = 50

Saprobic on dead branches of bamboo. Sexual morph: Undetermined. Asexual morph:
Colonieson natural substratum, spoamtial, scattered to gregarious, black, glistening, superficial,
punctiform. Mycelium immersed, composed of septate, branched, subhyaline to gbegish
hyphae.Conidiophoresmacronematous, mononematous, brown, often reduced to conidiogenous
cells. Conidogenous cellsnonoblastic, terminal, integrated, medium bro@onidia 35 60 x 20
30 um & = 50 x 25 ym, n = 50), acrogenous, solitary, muriform, constricted at septa, oval to
ellipsoidal, smootiwalled, dark brown, broadly obtuse at apexntate at base, often with a
hyaline, elliptical to globose basal cell,i1® um diam. % = 13 um, n = 50).

Culture characteristicé Colonies on PDA reaching¥® 0 mm after 3 mont
circular, umbonate, fluffy, velvety edge, a circulaised band, gy white, in reverse black.
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Material examined China, Sichuan Province, Luzhou City, Na Xi District, Dawang Bamboo
Sea, 28°39'24"N, 105°32'53"E, elevation 700 m, on dead branches of bamboo, 20 April 2023, X.D.
Yu, M16 (HUEST 24.0165), ling culture UESTCC 24.0148.

Notesi In the multi loci phylogenetic analyses, our strain UESTCC 24.0148 grouped
togetherwith Pleopunctum pseudoellipsoideustrains (Fig. 26). Our collection is similar to
P. pseudoellipsoideunMFLUCC 190391, holotype) inhaving muriform, oval to ellipsoidal
conidia (Liu et al. 2019b). laddition, the nucleotide comparisons showed that our strain is not
significantly different from MFLUCC 19391 inSSU, ITS, LSUpb2 andtefl-U indicating that
they are the same specidus, we identified our strain & pseudoellipsoideurnd it is a new
host record on bamboo.

Figure 251 Pleopunctum pseudoellipsoideMUEST 24.016% ai b Colonies. tg Conidia with
basal hyaline cell. h Germinating conidium. i, j Colony on Pbo&f above and belov&cale bars:
c = 50h ¢Zm,20d & m.
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100] Pleopunctum megalosporum KUNCC 10785
Pleopunctum megalosporum KUNCC 10442
Pleopunctum menglaense KUMCC 21-0026
Pleopunctum menglaense KUMCC 21-0025
Pleopunctum guizhouense GZCC 23-0595
Pleopunctum multicellularum KUNCC 10789
Pleopunctum rotundatum KUNCC 10787
o7] Pleopunctum ellipsoideum UESTCC 24.0147

81} | Pleopunctum ellipsoideum UESTCC 24.0146
100|* Pleopunctum ellipsoidenm MFLUCC 19-0390
100] 1 Pleopunctum pseudoellipsoideum MFLUCC 19-0391

Pleopunctum

Pleopunctum pseudoellipsoideum UESTCC 24.0148
og] Pleopunctum heveae MFLUCC 21-0146b
10010 Pleopunctum heveae MFLUCC 21-0146a
100 W0 L Pleopunctum clematidis MFLUCC 17-2091
Pleopunctum thailandicum MFLUCC 21-0039

100 | Lignosphaeria thailandica MFLUCC 11-0376
_—I Lignosphaeria

Lignosphaeria fusispora MFLUCC 11-0377
WOV Thyridaria macrostomoides GKM 224N

— Thyridaria macrostomoides GKM 1033

—— Phaeoseptum terricola MFLUCC 10-0102
|—— Phaeoseptum hydei MFLUCC 17-0801

Thyridaria

95|~ Phaeoseptum aquaticum CBS 123113
10 : Phaeoseptum
]00\>[ Phaeoseptum mali MFLUCC 17-2108

100
Phaeoseptum manglicola NFCCI-4666

——— Phaeoseptum carolshearerianum NFCCI 4221
100 | Decaisnella formosa BCC 25617
Decaisnella formosa BCC 25616

Decaisnella

100[ Xenomassariosphaeria rosae MFLUCC 15-0179 Outgroup

Xenomassariosphaeria clematidis MFLUCC 14-0923
0.05

—

Figure 261 RAXML tree generated from combined SSU, ITS, L&h2 andtefl-Usequence data

of Phaeoseptaceae. The tree was rooted X@homassariosphaeria clematidiiFLUCC 14

0923) andX. rosae (MFLUCC 150179). Ex-type strains are in bold and newly generated
sequences are in red. Bootstrap values for ML equal to or greater than 75% are placed above the
branches. Branches with Bayesian posterior probabilities (BYPP) from MCMC analysis equal to or
greater than 0.9are in bold.

Roussoellaceadian K. Liu, Phook., D.Q. Dai & K.D. Hyde, Phytotaxa 181: 7 (2014)
MycoBank number: MB804651; Facesoffungi number: FOF08360
Notesi Roussoellaceae wastablished by (Liu et al. 2014) to accommodhatee genera,
NeoroussoellaRoussoellaand Roussoellopsjswith Roussoellaas thetype genus. Wijayawardene
et al. (2022) accepted 12 genera in Roussoellaceae.
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RoussoellaSacc., Atti Ist. Veneto Sci. Lett. Arti ser. 6, 6: 410 (1888)

MycoBank number: MB4799; Facesoffungi numbesFB1689

Notesi Roussoellavas introducedby Saccardo & Malacenses (1888) wiRhnitidulaas the
type species recorded from bamboo in Malacca, Malafgoassoellacontains generally saprobic
fungi ongramineous plants (bamboo and palinsChina, Tanzam, Italy, and other countries (Dai
et al. 2022, Wu et al. 202BaVe introduce four new species obtained from bamboo in China.

Roussoellaaseptaa X.D. Yu & Jian K. Liu, sp. nov. Fig. 27

MycoBank number: MB854®; Facesoffungi number: FOF16578

EtymologyT In reference to the aseptate conidia.

Saprobic on dead branches of bamboo. Sexual morph: Undetermined. Asexual morph:
Conidiomatal7fG230 em H4gbh, ¢ @8Ai am. , dark brown to
forming in a linear series on the host surface, solitary, closed when young, becoming erumpent,
stromatic, conical or hemispherical in section, immersed|aauilar, thickwalled, with an ostiole
opening.Conidiomatal wall30i4 0 e m wi de, ¢ -wvatlgd pssbdyadlineotd browih gelts k
of textura angularisConidiophoregeduced to conidiogenous cel@onidiogenous cell§.5'8.5 x
213 & m, ent er obl ast isabgylintrigad tetermanate, termihai, snbeiklled.a | t o
Conidia4i5x 23 e3F (4.5 1 2.5 &m; n = 50), hyaline,
oblong, straight, smoottvalled, guttulate.

Culture characteristics Colonies on PDA reachingi2 0 mm aft er 2 week
circular, with dense mycelium on the surface, white; in reverse black.

Material examined China, Sichuan Province, Yibin City, Shunan Bamboo Sea, 28°28'26"N,
104°58'14"E, elevation 570 m, on dead branches of bamboopr@12823, X.D. Yu, N8 (HKAS
135155, holotype), ekype living culture CGMCC 3.25604hid; N13 (HUEST 24.0168, paratype),
living culture UESTCC 24.0151.

Notesi Multi-gene phylogenetic analysis showed that our isolates beldRgussoellaand
are closelyrelated toR. yunnanensiwith 90% ML/1.00 BYPP support (Fig. 31). Comparison of
the ITS, LSU andefl-Usequences dR. aseptad andR. yunnanensishowed 96.57% (478/495bp),
99.15% (819/826bp) and 97.54% (793/816bp) sequence similarity, respectively. Homesvieare
unable to compare their morphology as the latter spésiesly represented bynaascomycetes
sexualmorph (Jiang et al. 2019a). Based the available evidencR. aseptaa is identified as a
new species.

Roussoella saprophytick.D. Yu & Jian K. Liu, sp. nov. Fig. 28

MycoBank number: MB85483, Facesoffungi number: FOF16579

EtymologyT In reference to saprobic life mode of the fungus.

Saprobicon dead branches of bamboo. Sexual moAstostromatasolitary to gregarious,
immersed under a clypews epidermis, visible as black domes on the substrate, in vertical section
200300 em hi4ghQ 9OME@OINI7®OMg,e MO de, el Il iptical t o
uni-to bi-loculate.Peridium15i3 5 e m wi de, composed of sck-ver al
walled cells oftextura angularis Hamatheciuml.5 2.5 pm wide, hyphatéke, branched, cellular
pseudoparaphyses, embedded in a gelatinous masck70i 130 x 68 um & = 100 X 7 um, n =
30), 8spored, bitunicate, fissitunicate, cylinddicatraight or slightly curved, short pedicellate,
rounded at the apex, with an ocular chamBscospored2 20 x 3.55.5 um & =16 x4 ym, n =
50), partial overlapping urseriate, cylindrical to fusiform, straight to somewhat curved, hgdabn
dark brown, 1iseptate, constricted at the septum, guttulate, rowajled, with longitudinal
striations and surrounded by a mucilaginous sheath. Asexual morph: Undetermined.

Culture characteristicé Colonies on PDA reaching B0 mm after 3 months & 5 ,
circular, with dense mycelium on the surface, white; in reverse yellow.

Material examinedi China, Sichuan Province, Qionglai City, Chuanxi Bamboo Sea,
30°20'32"N, 103°18'26"E, elevation 540 m, on dead branches of bamberoestrial habitat, 12
October 2021, X.D. Yu, A8 (HKAS 135147, holotype);tgge living culture CGMCC 3.25601;
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ibid, Chuanxi Bamboo Sea, 30°20'32"N, 103°18'26"E, elevation 540 m, on dead branches of
bambooin freshwater habitat, 12 October 2021, X.D. Yu, A16 (HUEST 24.01&@)g culture
UESTCC 24.0149ibid, Lugou Bamboo Sea, 30°22'37"N, 103°16'45"E, elevation 730 m, on dead
branches of bambaa terrestrial habitat, 12 October 2021, X.D. Yu, A35 (HUEST 24.0167), living
culture UESTCC 24.0150.

Figure 271 Roussoellaaseptaad (HKAS 135155, holotype).i@ Conidiomata on surface of dead
bamboo culms. d Vertical section of conidioma. e Wall of conidioria.Gonidiogenous cells

bearing conidia. i Conidia. j Germinating conidium. Kdlony on PDA from above and below
Sal e bar s: d = 1106 d4dM, een. = 20 em, f
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